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7301 


site ornithine transcarbamylase sulfhydryl 
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hydryl 2986 

site sucrase isomaltase intestine 11332 

site transketolase arginine 2405 
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Allophycocyanin 
Nostoc phycobilisomes 9380 
protein phycocyanin phycobilisome Syne= 
cococcus 11004 
Allosteric 
enzyme regulation model 3552 
site  Phosphofructokinase peptide sequence 


Pon... 
fatty ester corpus luteum 10618 
rie 
rome P 450 heme 10128 
Alveshes 
lung lecithin formation culture 5101 
Amadori 
rearrangement glyceraldehyde Hb S ad= 
duct 7218 
Amanitin 
RNA germination wheat 8529 
Amelogenin 
tooth enamel development 9760 
Amidinotransferase 
glycine kidney 1152 
Amidotransferase 
glutamine inhibitor AT 125 6734 
glutamine phosphoribosylpyrophosphate 
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cytochrome c redn urea 9666 

Asialofetuin 

pinocytosis metab liver cold 5971 

Asialoglycoprotein 

receptor detn hepatocyte 9033 

receptor membrane reutilization endocyto> 
sis 


J. Biol. Chem., Vol. 255, 1980 


Asialoorosomucoid 
receptor hepatocyte membrane 6111 
receptor metab hepatocyte 3008 
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Bilirubin 
binding fetoprotein 4224 
— glutathione transferase liver 
474 


photodynamic action membrane 8192 
Binding 
See also Aggregation and Association 
blood factor Xa platelet 1170 
a kinase cyclic AMP correction 
5 


Biol 
Chem appendix 8948 
Chem Seventy Five years 8939 
Biopolymer 
ligand complex dissocn 3062 
Biotin 
carboxylase mechanism 236 
= synthetase substrate 


Biotination 

transcarboxylase subunit assembly 7397 
Biotinylinsulin 

— in complex liver receptor 5742 

er 

proton transport Pseudemys ATP 3237 
Bleomycin 

iron DNA degrdn malondialdehyde 


Blood 
acid glycoprotein rat 4951 
coagulation factor binding heparin 10073 
coagulation factor inhibition antithrombin 
1 


0081 
coagulation factor [IX activation metal 
1430 


coagulation factor IX kinetics 5336 
coagulation factor V calcium binding 638 
coagulation factor Va prothrombinase 

27 


4 
coagulation factor VII purifn 1242 
coagulation factor X oligosaccharide 3526 
coagulation factor XII autoactivation 


coagulation factor XIII subunit 8881 
factor [X activation VIIa thromboplastin 


5703 
factor Va inactivation XIVa 5521 
factor Xa active site 2014 
factor Xa binding platelet Va 1170 
factor XI activation trypsin 2667 
factor XIIla reactivity 9589 
group A inactivation erythrocyte 11737 
plasma glutathione metab 9530 
platelet activating factor spleen 10256 
platelet arachidonate phospholipase C 


12111 


6024 
platelet fibrinogen receptor ADP 154 
platelet pon le thrombin lipase 2259 
platelet hydroxyprostaglandin dehyaroge= 
nase 9021 
platelet phospholipase A2 C 10227 
platelet serotonin transport 3638 
platelet thrombin phosphatidylinositol 
hydrolysis 1790 
— thrombin receptor chymotrypsin 
platelet thrombospondin magnesium 
11629 


protein liver lipoprotein secretion 2039 
Bohr 


effect Hb carp 9800 
a Hb subunit dimer 2756 


fibroin gene polymorphism 9451 
fibroin gene structure 9444 
Bone 
oo contg protein ontogeny 


dihydroxyvitamin D3 receptor 4081 
marrow terminal deoxynucleotidyltransfer= 
ase formation 791 
protein dihydroxy cholecalciferol 11660 
protein peptide sequence 8685 
Borate 
serine inhibition leukotriene formation 


Boreogadus 
antifreeze glycopeptide 663 
Boronic 
acid inhibition lipase pancreas 5064 
Botryodiplodia 
cytochrome oxidase formation mitochond= 
ria 7673 
Brain 
adenylate cyclase activation 9782 
adenylate sg phosphodiesterase calci= 
um 4176 


ATPase microtubule protein 486 

calcium transport mitochondria 6556 

calmodulin lysine methyltransferase 8894 

calmodulin peptide sequence 962 

— cortex cholecystokinin formation 

181 

choline acetyltransferase 10612 

cyclic nucleotide phosphodiesterase calmo= 
dulin 5916 

fibroblast growth factor 5517 

ganglioside structure 6990 

glycerophosphate dehydrogenase mRNA 
development 7589 

glycopeptide protein formation inhibitor 


hexokinase glucose phosphate site 7548 
histidylproline diketopiperazine detn 


1 
ee dehydrogenase 


hypoxanthine phosphoribosyltransferase 


vr 





2377 
— thyroid characterization 
—— phosphatase regulation 
nicotinic receptor disulfide sulhydryl 
5573 


protein kinase diglyceride calcium 2273 
protein kinase endogenous substrate 


protein phosphorylation phosphatidylse= 
rine 12042 


pyridoxal kinase GABA analog 79 
sodium channel saxitoxin receptor 10572 
— formation sialyltransfer= 


ase 
tubulin affinity chromatog 11677 
tubulin flux microtubule incorporation 


9891 
Branched 
chain amino acid metab adipose 8074 
chain keto acid ce 9773 
chain oxoacid dehydrogenase liver 8394 
Breast 
tumor prolactin degrdn receptor 4278 
Brevibacterium 
i adenylate cyclase stereochem 331 





— ether estradiol dehydrogenase 
Bromocriptine 

prolactin release 2776 

prolactin release inhibition 6595 
Bromodeoxyuridine 

— protein affinity 1380 


Bron 

fluid saccharide glycoprotein 4595 
Bronchiole 

proteoglycan 7575 





12112 


Bronchitis 
- * ‘cra bronchi fluid 4595 


rus 
border calmodulin binding protein 10551 
Bungarotoxin 
iodinated structure binding 11156 
Butanedione 
cytochrome c arginine modification 
11094 


Butyrivibrio 
<i: mens hydrogenation 
11802 


octadecadienoate hydrogenation tocopher> 
olquinol 4447 
Butyrobetaine 
kidney trimethyllysine 8700 
= rg wy 
tiple form liver 7155 
Cadmium 
binding site concanavalin A 8772 
= anhydrase isoenzyme NMR 


phosphoribosylpyrophosphate synthetase 
nucleotide 694 
Calciphorin 
mitochondria heart 6897 6904 
Calcitonin 
precursor messenger RNA translation 
2645 


Calcium 
actin conformation probe 8991 
activation ATPase sarcoplasmic reticulum 


3025 
adenylate cyclase phosphodiesterase brain 
4176 


artery myosin contraction 6238 
ATPase inhibitor muscle 267 

binding factor V 638 

binding lima bean lectin 870 

binding phosphoprotein saliva 5943 
binding protein crystal structure 8154 
binding protein formation muscle 1327 
binding protein intestine parathyroid 


binding protein sarcoplasmic reticulum 


binding site analog troponin 3642 
binding troponin C heart 96. 

coagulation factor IX po Aid 1430 
cytoplasm liver microsome mitochondria 


dependent regulator phosphorylase kinase 
5036 


“ages prolactin release 6595 

hrocyte membrane phospholipid 5201 
a olin actin gelation 9494 
plycoprtein platelet 11629 
epatocyte hormone 6600 
hormone secretion pancreas 4918 
— protein phosphorylation 


interaction ATPase kinetics fluorescence 
kinetics ATPase sarcoplasmic reticulum 
2072 


magnesium binding troponin 11688 

microtubule depolymn 11853 

mitochondria hydroperoxide 9325 

myosin ATPase actin activation 8011 

nucleus membrane fluidity 1716 

phosphoenolpyruvate carboxykinase regu= 
lation 1399 

a -rnaed sarcoplasmic reticulum 


potassium transport A23187 10306 
protein kinase activation 2273 
protein kinase brain 12042 
prothrombin carbohydrate 7433 
prothrombin conformation antibody 2790 
proton transport membrane Azotobacter 
10140 

ation adenylate cyclase ACTH 1565 
release thymocyte concanavalin A 5177 
respiration neoplasm ADP 2457 
— mitochondria pyridine nucleotide 


sarcoplasmic reticulum ATPase 11351 
sarcoplasmic — furylacryloyl 


PD an, te 6040 

jum transport sarcolemma 6880 
thrombin binding fibrin thermodn 7627 
—— adipocyte ATPase membrane 


Pl a ATPaae calmodulin 8983 
—, ATPase regulation phospholam= 


PP oe vesicle 569 
—— liposome erythrocyte fusion 
4 


transport liver mitochondria 4228 

transport macrophage 5841 

transport membrane potential mitochond= 
ria 8663 


J. Biol. Chem., Vol. 255, 1980 


transport mitochondria ionomycin 2735 
— mitochondria magnesium sodium 


transport pituitary TRH 1801 

transport protein intestine 10834 

transport protein mitochondria heart 
6897 6904 


transport pyridine nucleotide mitochondria 
10348 


transport sarcolemma vesicle 10044 
transport sarcoplasmic reticulum ether 


6525 
eet sarcoplasmic reticulum muscle 
156 


transport sodium heart b 2656 
transport sodium sarcolemma 9626 
transport transverse tubule muscle 6290 
Caldariomyces 
chloroperoxidase ESR 4801 
Calmodulin 
adipocyte calcium transport 8983 
artery myosin contraction 6238 
a protein microfilament intestine 





brain ain peptide ones 962 
tructure 8154 
cvelie nucleotide phosphodiesterase brain 


Xenopus meiosis 9404 
lycogen synthase kinase liver 8054 
— region interaction enzyme 


interaction phosphorylase kinase isoen= 

zyme 11102 

lysine methyltransferase brain 8894 

myosin kinase activation 335 

protein kinase insulinoma 11063 

protein phosphorylation brain 12042 

— phosphorylation insulin release 
41 


protein phosphorylation insulin release 
correction 8362 
stimulation phosphorylase kinase 5036 
structure octopus 11644 
testis crystal structure 8152 
Calorimetry 
O trypsin a inhibitor 9724 
ues 
ATPase A mRNA translation 
11839 
Pee muscle 1327 
c. 
— a polyphosphoinosi= 
tide 
activation is kinase 3 
enal phosphoinositide ACTH 7232 
pr sma protein phosphorylation 6276 
binding protein yeast 2137 
binding site protein kinase 7085 
cation protein erythrocyte 8534 
cGMP dependent protein kinase 1164 
CHO cell nutrient transport 8103 
cholera toxin RNA protein 23 
collagen metab fibroblast 2843 
formation regulation GTP 7716 
ganglioside formation opiate 129 
ee fe cyclase liver 8979 
art isoproterenol PGE1 5113 
lactate dehydrogenase glioma 11112 
magnesium er ap hormone 1030 
muscular dystrophy amino acid 8325 
phosphodiesterase adipocyte 7838 7845 
— insulin isoproterenol 


<< wn myoblast regulation 


protein kinase adrenergic receptor 2943 

protein kinase insect 7238 

protein ovary hormone 5481 

site modification protein kinase 8483 
apie 

om structure 10472 

Candi 

elutamate dehydrogenase multiple form 


Capping 
enzyme vaccinia virus exchange reaction 
11588 


Carbamoyltransferase 
aspartate kinetics 11381 
aspartate synergism 11372 
Carbamyl 
phosphate mitochondria ornithine 10248 
— site ornithine transcarbamylase 


phosphate synthetase active site 7129 

phosphate synthetase kinetics 11381 

phosphate synthetase kinetics mitochond= 

ria 3352 

phosphate synthetase self assocn 1554 

phosphate synthetase synergism 11372 
Carbamylcholine 

ecetyicholine receptor cation 8340 


KEYWORD INDEX 


Carbamylphosphate 
synthetase liver amino acid 5270 
synthetase liver human 7891 
— regulation liver mitochondria 


Carbanion 

binding aspartase fumarase 4772 
Carbene 

photolabel phenyldiazirine deriv 3313 
Carbodiimide 

leukemia methotrexate transport 4829 
Carbohydrate 

amylase structure 5635 

compn fucosidase I cell disease 955 

diet messenger RNA 11499 

adn a transformed cell 8719 

binding detn 9205 
lipovitellin complex Artemia 6727 
— clearance IgM antigen complex 


a. Willebrand factor 10134 
prothrombin calcium phospholipid selfas= 
socn 7433 
structure antithrombin III human 5090 
ay fog 
See also Monosaccharides, Polysacchar= 
ides, Pyranoses, Sugars, etc. 
Carbon 
— aaa lipid Escherichia 


a A binding Hb 1617 
— dehydrogenase Clostridium 


monoxide Hb conformation 1812 
monoxide Hb kinetics 3841 

monoxide Hb rabbit 5879 

monoxide Hb thermodn 7855 

monoxide Hb Zurich 6160 

monoxide peroxidase kinetics immobilized 


13 NMR peptide exchange 2036 

14 glucose protein glycosylation 6717 
Carbonic 

anhydrase D peptide sequence 9196 

—- isoenzyme NMR cadmium 
Carbonyl 

binding Hb diffusion 8050 

binding Hb hybrid 8497 
Carbo bonylHib 

conformation en zinc inositol hexa= 

phosphate 1812 

S conformation proton binding 8592 

S reactivity glyceraldehyde 1406 
Carboxyglutama’ 

contg protein bone ontogeny 2938 

— _— secretion osteosarcoma 


Cadena 
 -* eoeanaiee hydrophobic domain 


phosphoenolpyruvate mRNA metab liver 
8509 

phosphoenolpyruvate regulation Escheric= 
hia 139¢ 


Carboxyl 
acyl CoA dehydrogenase function 2199 
esterase multiple form liver 7155 
esterase reaction choline ester 7168 
Carboxylase 
pines CoA inhibitor iiver 441 
acetyl CoA liver diet 10033 
acetyl CoA regulation 3348 
acetyl CoA regulation liver 2308 
CoA stereospecificity 686 
mechanism 236 
= synergistic activation 
1 


propionyl CoA liver human 60 
ribulose diphosphate crystn plant 8873 
ribulose diphosphate interaction hydrogen 
peroxide 7870 

ribulose diphosphate mechanism 509 

vitamin K resoln reconstitution 1808 
Carboxylation 

vitamin K protein regulation 349 
Carboxylesterase 

monomer oligomer liver 7161 
Carboxyltransferase 

methylmalonyl CoA biotination 7397 
Carboxymethylaminoimidazole 

creatine kinase substrate 3944 

arboxy t 


decor ponyiase Acinetobacter Pseudomonas 


Carboxypeptidase 
alanine : pe Bacillus 11577 
oe pS a onge peptide 401 
penicillin binding protein 11173 
Carboxypeptidse 
alanine Bacillus active site 3964 
Carcinogen 


epidermal growth factor receptor 8735 














KEYWORD INDEX 


Carcinogenicity — 
benzopyrene oxide 9067 
Carcinoma 
adrenal cortex protein kinase 3503 
ascites dihydroorotase kinetics pH 3358 
ascites oligoadenylate synthetase interferon 


9807 
ascites RNase D 6700 
Ehrlich amino acid transport 764 
lung antigen antichymotrypsin 8334 
receptor sarcoma epidermal growth factor 
3685 


Cardiac 

ATPase glycoside correction 8005 
Cardiolipin 

cytochrome oxidase subunit 9967 
Cardiotoxin 

conformation protein superfamily 2652 
Carnitine 

formation liver dehydrogenase 1146 

kidney pint 9 sag 8700 

oxoacid metab liver 

transport sitadaaite ta translocase 2994 
Carotenoid 

formation neurosporene Rhodopseudomo=> 

nas 2427 


Car 
b ATP binding 445 
Hb Bohr effect 9800 
Hb oxygen kinetics 9790 
Carrier 
protein synthase Escherichia gene 3263 
Cartilage 


articular pretenione ene oe a 217 
derived growth factor 
= p hae a ate antibody 


proteoglycan embryo 9870 
peer formation development 
1 


Casein 
gene expression mammary development 
lactation 4430 
kinase II inhibition heparin 8038 
Catalase 
— formation Saccharomyces 
eme 
compd I formation erythrocyte 6128 
= Saccharomyces aminolevulinate 


Catechol 
a mechanism stereochem 


Catecholamine 
— oom desensitization 7410 
= lenylate cyclase turkey 
cation erythrocyte 8534 
foemation a tyrosine 
monoox 
phosphate aaitol foes formation liver 1938 
pyruvate dehydrogenase heart 7604 
nee adenylate cyclase erythrocyte 


1436 
release chromaffin granule 7751 
Catfish 


— somatostatin peptide sequence 


Cathepsin 
D uterus steroid 7474 
Cation 
ADP platelet fibrinogen receptor 154 
channel acetylcholine receptor 8340 
depletion mitochondria potassium trans> 
port 10306 
divalent ATPase affinity 7813 
divalent binding ATPase 7211 
divalent DNase reaction product 3726 
erythrocyte cAMP protein 8534 
flux mitochondria dicyclohexylcarbodiim= 
ide 408 
phase eeeingtate synthetase 
nucleotide 
proton antiport Escherichia 39 
proton antiport Escherichia pH 3824 
oe ree Bacillus alkalophile 


transport mitochondria i 7 2735 
transport model ATPase 11365 
transport sarcoplasmic reticulum ATPase 


Caudate 
nucleus — receptor 10909 
nucleus enkephalin azide 7244 


— Sg dehydrogenase flavoprotein 


cytochrome b5 reductase 2454 
histone complex 7059 
CDP 
choline lecithin formation heart 11423 
— synthetase Escherichia mutant 
1623 


J. Biol. Chem., Vol. 255, 1980 


Cell 
adhesion glycosaminoglycan 11564 
animal DNA infectivity liposome 10431 
cycle fibroblast aminoisobutyrate trans= 

port 3258 

cycle RNA metab fibroblast 11227 
cycle S p 
oe Seana synthetase fibroblast 


density glycosaminoglycan formation 
fibroblast 10091 

differentiation division tubulin 10744 

division malic enzyme organ 3849 

division smooth muscle mevalonate 5134 

DNA RNA adenovirus infection 4411 
owth thyroid hormone 7347 

He La deoxyribonucleoside triphosphate 
extn 6640 

HeLa interphase tubulin 1684 

histone acetylation 11454 

lipid virus membrane 7688 

—- DNA binding protein kidney 


membrane ATPase adipocyte 4087 
— Escherichia phage infection 
53 


membrane formation Tetrahymena protein 
296 


membrane glycoprotein 5807 
membrane ee thyroid 8865 
membrane lipid domain 1 


1286 
——o lipoprotein assembly Escheric> 


hia 80 
membrane myeloma phospholipid metab 
0 


——— protein assembly Escherichia 


protein initiation amino acid 1486 
proteoliposome fusion 4992 
spreading peptide fibronectin 8848 
sugar nucleotide synthetase localization 
9225 
thymidylate synthetase regulation 1305 
transformed cabelgdvete glycoprotein 
1 
wall assembly Salmonella _ 4246 
wall yeast formation 888 895 
Cellulose 
Rengcgiafed mRNA chromatog 2740 
Centrif 
itaftration dialysis steroid hormone 


cuidate 
waren oe dehydrogenase mRNA 
development 7589 
Cerebral 
cortex brain cholecystokinin formation 
6181 


Cerebratulus 
toxin amino acid 8266 
toxin disulfide bond 8273 
Cerebroside 
transfer protein erythrocyte liposome 
4463 


Ceruloplasmin 
histidine peptide sequence 2878 2886 
cGMP 


cAMP dependent protein kinase 1164 
cycle eye retina 3128 
muscular dystrophy amino acid 8325 
phosphodiesterase mechanism 10344 
protein kinase insect 7238 
protein kinase structure | 7067 
site light activated phosphodiesterase 
11619 
Chain 
corticosteroid side epimerase 7192 
Channel 
formation acetylcholine agonist binding 
1204 


Charge 
form lactalbumin rat homogeneity 5834 
Chemiluminescence 
— hydroperoxide tryptophan 
101 


Chemotactic 

factor adenylate cyclase 2659 
Chemotaxis 

affinity labeling formyl peptide 7063 

Escherichia receptor galactose 2465 
Chenodeoxycholate 

formation liver 2925 

— kidney liver 10157 

ic 


a CoA carboxylase starvation 10033 
collagen cogs = — plasmid Es= 
cherichia 2612 


Chicken 
apolipoprotein signal peptide sequence 
10060 
DNA repetitive sequence 4854 


DNA sequence mol cloning 4843 
embryo globin peptide sequence 9051 





12113 


gizzard protein sepn 1194 
— mRNA sequence anemia 9306 
ydroxyvitamin D bi —_ 10925 

liver muscle intestine lectin 4 

nuclease nucleus erythrocyte T0642 

tryptophan transfer RNA 9358 
Chironomus 

Hb heme disorder 66 
Chitobiosyl 

lipid membrane orientation correction of 

Vol. 254 page 9237 318 
Chloride 
transport microsome stomach 11682 

Chloroleucine 

amino acid oxidase chlorination 498 
Chlo xidase 
Caldariomyces ESR 4801 
Chloroperoxide 

demethylation reaction 10174 
Chlorophyll 

oxidn photochem 8063 

loroplast 


ee binding 


DNA poner lena 
elongation factor lena cea 
gene nuclear lena 6018 
initiator tRNA nucleotide sequence 9981 
— formation 492 

A wheat nucleotide sequence 11896 
rRNA tRNA oie Euglena 10991 


——— [A sequence sag 8831 
Chloroquin 


diphi heria toxin kidney 224 
—_- inhibition  hoepholipidosis 


Chlorpromazine 


aa membrane cholesterol 9331 
CH 


cell aspartylhyd ite resistance 4808 

cell nutrient transport cAMP 8103 

cholesterogenic enzyme lipoprotein hy= 

droxycholesterol 7787 

ee protein metab 
Cholate 

formation liver 2925 
ba age bone 11660 

i xy protein bone 

dihydroxy receptor bone 4081 

dihydroxy receptor detn 9534 

dihydroxy receptor intestine 3571 

po aad receptor kidney 7510 10160 

dihydroxy receptor nucleus cytosol 6799 

Cholecystokinin 

formation brain cerebral cortex 6181 

receptor pancreas amylase 1849 

receptor pancreas photoactivation 3148 
Cholera 

toxin adenylate cyclase 1252 

toxin adenylate cyclase turkey 988 

toxin cAMP RNA protein 23 

i eeote glycoprotein intestine 


toxin substrate adenylate cyclase 7480 
Choleragen 
activation protein disulfide reductase 


085 
— ADP ribosyltransferase activity 
protein ADP ribosylation GTP 3959 


reaction ———_ GM1 17657 
— preadipocyte differentiation 


Cholestanetriol 

oxidn stereochem human 1483 
Cholestenediol 

metab liver 3565 





Ch ae 
” lipoprotein hydroxycholest= 
"oa 778 
Cholesterol 
acyltransferase microsome 9098 
aS pa microsome liver 8678 
nodoxin cytochrome P450 3057 
binding protein cytoplasm 10813 
cleavage cytochrome P450 liposome 8282 
ene P450 binding adrenodoxin 


wilniet membrane 9331 


ester formation macrophage lipoprotein 
1839 


ester lipoprotein transport liver 2934 
ester metab macrophage disease 9344 
esterification tion hepatocyte 9128 
fibroblast cell division 5134 

fibroblast sphingomyelin 3371 
formation liver —— 3565 


formation microsome 


12114 


formation modulation Z protein cytosol 
8128 


formation oxo sterol liver 11122 
formation regulation sterol precursor 395 
lipoprotein serum ethynylestradiol 10547 
phospholipid binding apolipoprotein tetra> 
tetracontapeptide 10651 
polyoxyethylated lipoprotein fibroblast 
676 


sidechain cleavage cytochrome P450 2606 
transport adrenal cortex lipoprotein 
10875 
transport adrenal mitochondria 8144 
vesicular stomatitis virus membrane 5802 
virus membrane cell 7688 
Cholesteryl 
ester smooth microsome liver 8678 
oleate lipoprotein ESR 3330 
Cholestyramine 
lipoprotein uptake receptor 10210 
Choline 
acetyltransferase brain 10612 
CDP lecithin formation heart 11423 
ester reaction carboxyl esterase 7168 
permease binding site erythrocyte 8546 
Cholinergic 
receptor cobratoxin interation 7326 
receptor heart guanine nucleotide 9571 
receptor mambatoxin 526 
receptor muscle cyclic AMP 1235 
receptor Naja toxin 10144 
Chondrocyte 
chondroitin sulfate embryo 1586 
oligosaccharide proteoglycan 6077 
proteoglycan link protein 7134 
proteoglycan sulfation monensin 6036 
Chondrogenesis 
embryo proteoglycan 9870 
Chondroitin 
sulfate cartilage development 1346 
sulfate chondrocyte embryo 1586 
sulfate proteoglycan lung 7575 
Chondroitinase 
cartilage proteoglycan antibody 7102 
Chondrosarcoma 
chondrocyte proteoglycan aggregate 7134 
oligosaccharide proteoglycan 6084 
Chorionic 
gonadotropin disulfide group 8516 
gonadotropin subunit neoplasm 1000 
Chorismate 
mutase deoxyarabinoheptulosonate phosp= 
hate synthase 2077 
Chromaffin 
granule ATPase activation anion 7863 
granule lysis org acid 7751 
Chromatin 
See also Nucleohistone 
core histone Strongylocentrotus sperm 


deoxyribonucleohistone 4516 

histone interaction packing 748 

nucleosome histone crosslinked nonamer 
4511 

oviduct transcription steroid 9693 

polypeptide protein kinase substrate 
2391 


protease inhibition poly ADPribose 7746 
protein A24 erythropoiesis 10555 
protein binding testis trout 10671 
rotein radioimmunoassay 468 
INA dependent ATPase yeast 11704 
thyroid hormone receptor 2499 
transcription nonhistone 1090 
transcription rRNA formation 9501 
Chromatog 
affinity enzyme transition state analog 
11106 
affinity flavokinase liver 1335 
affinity immobilized cobalamin 3520 
affinity protein thiophosphorylation 742 
affinity purine nucleoside phosphorylase 


affinity tubulin brain 11677 

DNA binding protein kidney 8443 

high performance liq peptide 11199 

insulin receptor purifn 12066 

peptide 1536 
Chromatography 

See also Affinity chromatography 
Chromium 

ADP ATPase transition state 5342 
Chromomycin 

A3 estrogen receptor 9699 
Chromosome 

eq epoxide hydrolase mouse 8650 

igh mobility group protein 1090 

nonhistone protein gene expression 3002 

protein radioimmunoassay 468 
Chylomicron 

reranant transport liver 1804 

transport liver 5475 


d. Biol. Chem., Vol. 255, 1980 


Chymotrypsin 
adenylate cyclase activation site 4781 
affinity chromatog 11106 
myosin degrdn actin interaction 4355 
— gor synthesis 8234 
telet thrombin receptor 6626 
Cibacron 
Blue binding dihydrofolate reductase 
10587 


CIDNP 
NMR lactalbumin assocn 3261 
loning 
collagen gene plasmid Escherichia 2612 
gene phospholipid formation Escherichia 
714 


gene procollagen liver sheep 3212 
globin DNA Doctrines; sheep 3204 
growth hormone mRNA DNA 7521 
plasmid antigen screening 12073 
wo RNA liver Escherichia 


prostate mRNA androgen 6996 

yeast gene PGK Escherichia 12073 
Clostridium 

alpha acetylgalact inid. 11737 

carbon monoxide dehydrogenase 7174 

a proteolysis cuticle collagen 





proline reductase ester linkage 5004 
riboflavin synthase 632 
toxin fragment interaction 6071 
Clotting 
~~ IX activation VIIa thromboplastin 
5703 


factor Va inactivation XIVa 5521 
factor VII activation 1242 

factor Xa binding platelet Va 1170 
factor XIIla reactivity 9589 


OA 
fatty acid synthetase liver 1388 
fatty acid synthetase termination 10676 
— etheno interaction carboxylase 
Coagulating 
gland protein 10946 
Coagulation 
factor [IX activation metal 1430 
factor IX kinetics 5336 
factor Va prothrombinase 274 
factor VII purifn 1242 
factor VIII platelet binding 10134 
factor VIII reaction thrombin 10606 
factor X oligosaccharide 3526 
factor XIIla fibronectin collagen 1181 
factor XIIla specificity 419 
Coat 
poce phage M13 2123 4386 
Cobalamin 
binding protein intestine stomach 1824 
immobilized diol dehydrase affinity chro= 
matog 3520 
leucine formation pathway 10067 
Cobalt 
chloride heme oxygenase induction 11320 
iron Hb hybrid arginine 8497 
Rhodopseudomonas corrinoid 7637 
CobaltphenATP 
inactivation ATPase myosin mechanism 


Cobra 
venom anticoagulant protein phospholi= 
pase A2 3793 
Cobratoxin 
interation cholinergic receptor 7326 
on 
alanine misreading anticodon 4583 
Coenzyme 
— al reductase Methanococcus 
104! 
F420 NADP reductase stereochem 9025 
vitamin B12 deriv immobilization 3520 


‘ Colchicine 


binding antibody 7144 
intestine mucosa sialyltransferase 6617 
a complex microtubule protein 


Cold 
antifreeze glycoprotein cooperativity 659 
asialofetuin pinocytosis metab liver 5971 
fatty acid heart — 9739 
rotein phosphorylation platelet 1932 
Co —— 
13 protein formation assembly 2123 
4386 
Collagen 
binding a fibroblast 6806 
crosslinking fibronectin glutamine 1181 
degrdn elastase leukocyte 5435 
domain Ascaris basement membrane 


4964 
fibril aggregate structure 9427 
fibril assembly 8098 
fibronectin binding domain 3234 


KEYWORD INDEX 


formation chondrocyte monensin 6036 
formation fibroblast tunicamycin 121 
formation lung fibroblast 5250 

gene _— plasmid Escherichia 


gene sheep embryo 3212 
lomerulus basement membrane 10451 
istidine imminium crosslink 10414 
intestine epithelial cell 8351 
metab fibroblast cAMP 2843 
myoblast variant 11557 
Nereis cuticle oligosaccharide 5347 
Nereis cuticle proteolysis 3596 
pepsin resistant component placenta 290 
tissue maturation aldehyde crosslinking 
11 


5 
be basement membrane protein 
1767 


type III cieavage elastase leukocyte 
12006 


urine basement membrane 9484 
Collagenase 
bacteria cuticle collagen proteolysis 3596 
fibroblast binding collagen 6806 
Colon 
mucus glycoprotein oligosaccharide struc= 
ture 9719 
Colostrum 
acetylglucosaminyltransferase multiple 
form 4885 
Complement 
Clq IgG binding 2822 
Clr Cls complex activation 7756 
C3 —- alpha macroglobulin 


C4 hemolysis methylamine 10025 
C4 precursor peptide sequence 7071 
C5a ne peptide sequence 





C8 subunit binding 10579 
C8 subunit purifn 11997 
factor B serine protease 8472 
tritium labeling 8842 
Complementary 
DNA collagen messenger RNA 2612 
DNA globulin mRNA liver 11607 
Complementation 
cytochrome c heme iron 2616 
Complex 
I Come inhibition arylazidoala= 
nyl NADP 2445 
macromol ligand dissocn const 3062 
Composition 
See also Amino acid composition and 
Carbohydrate composition 
Computer 
—— enzyme subcellular distribution 


Conalbumin 
copper complex EPR 2782 
inactivation periodate 11429 
mRNA glucocorticoid induction 7796 
mRNA progesterone receptor 2085 
Concanavalin 
A activation pyruvate dehydrogenase 
phosphatase 7540 
A cadmium binding site 8772 
A calcium release thymocyte 5177 
A gelonin cytotoxicity 6947 
Condensation 
aldehyde protein keto amine adduct 7218 
Conformation 
actin filament paracrystal 1210 
actin fluorescent probe 8991 
amphiphilic peptide 10651 
apolipoprotein CII 8185 
carbonylHb proton zinc inositol hexa= 
— 1812 
change hexokinase mechanism ATP 7569 
cytochrome c 1689 
cytochrome c maleylation 3020 
hrome c redox 6694 
glutamine synthetase methionine sulfox= 
ime 581 
Hb hydrogen exchange 10687 10695 
histone complex salt nucleosome 7059 
IgG galactose 68 
myoglobin metal electronic effect 4035 
nitrosyl heme EPR 7876 
ees proteolysis subtilisin 


phosvitin binding iron 2976 

prediction glutamate dehydrogenase Neu= 
rospora 8001 

prothrombin calcium antibody 2790 

prothrombin carbohydrate 7433 

refolding Hb Rothschild 6219 

refolding Hb Rothschild correction 10013 

substrate — aa 
synthetase NMR 10931 

toxin agglutinin protein superfamily 2652 

= pyrene excimer fluorescence 
11 





KEYWORD INDEX 


Convertase 
tyrosine aminotransferase liver 7371 
Cooperativity 
umin nonanone a So 
antifreeze g ne id 659 
Hb isocyanide binding 4159 


Co 
“binding peptide albumin transport site 


cnalieiail complex EPR 2782 
cytochrome oxidase subunit 11408 
EPR laccase cytochrome oxidase 5000 
metallothionein liver embryo 5380 
nitrosylheme conformation 7876 
structure cytochrome oxidase ESR 6843 
ad dioxygenase nonessentiality 


zinc superoxide dismutase sequence 6758 
Coproporphyrinogen 

oxidase mechanism liver 4727 

oxidase purifn liver 4722 
Cordycepin 

nucleic acid methylation 7380 
Cornea 

glycosaminoglycan sulfation embryo 3086 


orpus 
a mitochondria cytochrome P450 


luteum sterol fatty ester 10618 
Correction 

glycoside ATPase cardiac 8005 
Corrinoid 

Rhodopseudomonas cobalt 7637 
Corticosteroid 

formation ACTH 8144 

heme oxygenase induction liver 11320 

side chain isomerase epimerase liver 7192 
Corticosterone 

receptor binding kinetics 4182 

trans) _ binding kinetics 8573 

Cortiso 

steroid hydroxylase adrenal 4020 
Corynebacterium 

folylpolyglutamate synthetase 5655 

— synthetase mechanism 


— folate formation 
— diphosphate reductase 


1 
toxin nucleotide binding site 12025 
Coupling 
factor ATPase reconstitution Escherichia 
1 


13 
i chloroplast dicyclocarbodiimide 


Crab 

adenosine thymidine polymer RNA 9409 
Creatine 

kinase equil thionucleotide 8756 

kinase isoenzyme heart mitochondria 


kinase isoenzyme muscular dystrophy 
8477 


kinase kinetics mitochondria heart 755 
- phosphoryl transfer 
kinase specificity phosphorothioate 8229 
kinase subunit interaction 8221 
phosphokinase cytolysis assay 11914 
Cresol 
ay” ene prosthetic group struc> 
ure 
Crosslink 
histidine imminium collagen 10414 
Crosslinking 
aldehyde collagen tissue maturation 6511 
myosin oo nucleotide 11135 
protein transg taminase substrate 1175 
ribosome initiation factor 10526 
Crustacean 
a formation muscle 


Cryoglobulin 
eG property 5847 
Cryoimmunoglobulin 
soly thermodn 6532 
Crystal 
form hexokinase glucose complex 7569 
structure calcium binding protein 8154 
structure calmodulin testis 8152 
structure canavalin 10472 
— cytochrome peroxidase yeast 


structure elongation factor Tu 6751 
structure galactose binding protein 6559 
structure = recA protein 6662 
structure levansucrase Bacillus 12034 
structure melittin 2578 

structure metalloflavin 3472 

structure phycocyanin phycoerythrin 


5082 
structure protein S Myxococcus 3713 


J. Biol. Chem., Vol. 255, 1980 


structure prothrombin fragment 1 10523 

structure protocatechuate dioxygenase 
10015 

structure troponin C 3806 

structure unwinding protein deoxyoligonu= 
cleotide complex 3174 


rystallin 
alpha subunit assembly 1572 
CTP 

— protein synthesis inhibitor 

nae phosphatidylcholine 
1 

phosphatidylcholine HeLa poliovirus 
1070 


Culture 
density aminoisobutyrate transport fibrob> 
last 3258 
glutathione formation kidney 175 
—- 7 inoglycan formation fibroblast 
1 


lung alveolus lecithin formation 5101 
protein degrdn embryo muscle 5826 
Cunninghamella 
oxidn benzopyrene dihydroxydihydroben= 
zopyrene 5159 
Cuticle 
Nereis collagen oligosaccharide 5347 
Nereis coliagen proteolysis 3596 
Cyanide 
arachidonate cyclooxygenase 6253 
cytochrome c heme octapeptide 5859 
inactivation molybdoenzyme mechanism 


peroxidase kinetics immobilized 10764 
Cyanosis 
sab Mredn 4599 
Cyclase 
ye nee activation brain 9782 
ae activation site chymotrypsin ) 


adenylate ATP regenerating system 8252 
adenylate benzyl ale 4519 

adenylate beta adrenergic receptor 6860 
adenylate cholera toxin 1252 

adenylate cholera toxin substrate 7480 
adenylate desensitization catecholamine 


adenylate desensitization LH 653 

adenylate erythrocyte catecholamine re> 
ceptor 1436 

adenylate erythrocyte modulation adeno= 
sine 10841 

adenylate GTP org mercury 7250 

— hybridization membrane trypsin 


— inhibition ATP dialdehyde 


simi liver hypothyroidism 8692 
adenylate liver regulation model 3552 
— liver regulation nucleotide 


adenylate mol wt thyroid 6918 
adenylate muscle embryo 7782 
= phosphodiesterase brain calcium 


— proteolysis GTP sensitivity 


pra receptor erythrocyte 1854 
adenylate receptor regulation model 3558 
adenylate regulation calcium ACTH 1565 


adenylate regulation guanine nucleotide 


8259 
adenylate regulation protein lymphoma 
2641 


adenylate regulatory component erythro> 
c 3736 


adenylate regulatory component hydrody= 
namics 2861 

adenylate stereochem Brevibacterium 
331 


— stimulation fluoride mechanism 
— turkey erythrocyte membrane 


6} — hepatocyte hormone 8979 

clic 
AMP acetylcholine receptor muscle 1235 
AMP binding protein kinase 2350 
AMP binding protein kinase correction 


8005 
AMP binding site protein kinase 2343 
i b EMP prot synthetase 5490 
MP protein kinase immunochem 


AMP iii retinoic acid 5999 
= ‘wee mobility phosphoprotein 


GMP binding protein Sas | 620 

GMP pituitary LHRH 342 

GMP protein kinase caikes 3770 3777 
GMP protein kinase lung 1603 

nucleotide formation inhibition lipoprotein 


12115 


1413 
— phosphodiesterase brain calcium 
nucleotide cee brain calmo> 
dulin 5916 
nucleotide | aay ama interaction 
calmodulin 11078 
nucleotide phosphodiesterase kinetics pH 
—— phosphodiesterase mechanism 


nucleotide phosphodiesterase retina 5993 
a phosphodiesterase retina cGMP 


nucleotide protein kinase insect 7238 
Cyclocreatine 

muscle rigor ischemia epinephrine 3924 
Cyclodeaminase 


for fe active site 9474 
Cycloheximide 

ACTH cAMP adrenal 5728 

RNA DNA GTP 9105 

sterol formation inhibition 4706 
Cyclooxygenase 

arachidonate mechanism 6: 

subcellular location fibroblast 4872 
Cyclotransferase 

apy ah th +1. y lgl + y 3 2 LR ityr= 

lutary inobutyrate 10787 











commie” 
— transsulfuration lymphocyte 


Cysteine 
Hb tertiary structure 3892 
lipophilin myelin 9182 
han synthase active site 512 
Cystine 
glutamate transport fibroblast 2372 


ine 
ee acetyltransferase 6032 


yti 
pocorn fibroblast cell cycle 11227 
Cytidylate 

specific oe) liver 2153 2160 
Cytidyltransf 

Phomphocholine lecithin formation heart 


i... 
lecithin formation muscle 10644 
— HeLa poliovirus 1064 


Cytochalasin 

actin binding polymn inhibition 835 

actin polymn 841 

B actin conformation 1210 

B binding protein erythrocyte 361 

glucose transport erythrocyte 11870 
Cytochrome 

— formation heme Saccharomyces 


b DNA mapping mitochondria Saccharo= 
myces 9821 
b — mitochondria DNA Saccharomyces 


b5 deriv interaction enzyme 5184 
Le pen — longation i 
membrane segment sequence 
rythrocyte FAD 2454 





b5 reductase e: 
= — ubiquinone reductase 


c antigen determinant 6133 

c arginine modification 11094 

c binding site 4732 

c complementation heme iron 2616 

c conformation redox 6694 

c electron transport arrangement 6212 
e ic interaction domain 8245 

c © folding methionine ligation 8914 

c fragment complex 845 

c Hb oxidn mechanism 7978 

c heme crevice stabilization 1689 

c heme octapeptide cyanide 5859 

c —" reactivity conformation 


: meh nylation .° ae 4468 
mRNA yeast 86 

; nitrosylheme A 7876 

c —* binding ferricytochrome 


c photoaffinity labeling 9653 
c redn ascorbate urea 9666 
c synthetase mitochondria yeast 7181 
dehydrogenase electron transfer 3748 
electron transport adrenodoxin mito= 
chondria 3057 
f spinach Spirulina 3855 
o reductase Vitreoscilla 1478 
complex ESR 8437 
cop r EPR 5000 
spin echo 6843 
— mitochondria Botryodi= 
oxidase gene sequence yeast 6173 





12116 


oxidase inactivation mercurial 454 
oxidase mol rotation mitochondria 5508 
oxidase Neurospora heme 11130 
oxidase proton transport dicyclohexylcar= 

bodiimide 3994 
oxidase reduced intermediate 7225 
oxidase rotational dynamics ESR 7494 
oxidase structure shark 2722 
oxidase subunit cardiolinin 9967 
oxidase subunit copper heme a 11408 
oxidase subunit precursor formation 7503 
P 450 adrenal angiotensin 3442 
P 450 ae heme 

1 


P 450 parathion metab 1080 
peroxidase crystal structure yeast 575 
peroxidase mechanism stereochem 8199 
peroxidase substrate complex model 


P448 P450 formation liver 522 

P450 adrenal cortex microsome 3386 

P450 adrenodoxin reductase electron 
transport 4264 

P450 autoinactivation liver microsome 
9017 


P450 bile acid metab 1643 
P450 binding adrenodoxin cholesterol 
138 


P450 cholesterol sidechain oe 2606 
P450 form warfarin metab 8 
P450 inactivation ethynyl sw 5578 
P450 interaction reductase 4112 
P450 isosafrole induced liver 7941 
P450 kidney Aroclor vitamin D3 8275 
P450 liposome cholesterol cleavage 8282 
P450 liver pregnenolonecarbonitrile 1279 
F450 mechanism peroxygenase activity 
11108 
P450 microsome dealkylation hydroperox> 
ide 9685 
P450 microsome liver 304 
P450 mitochondria intestine 2383 
P450 monooxygenase isotope effect 6049 
P450 peroxy compd mechanism 4100 
P450 redn dithionite 7317 
P450 vitamin D3 hydroxylation 5244 
reductase iron sulfer protein 7487 
spin microsome fatty acid 1867 
Cytolysis 
assay creatine phosphokinase 11914 
erythrocyte neutrophil superoxide 9912 
“eae 
cium liver microsome mitochondria 


DNA TA binding protein chromatog 8443 
estrogen receptor liver amphibian 11308 
ext protein formation mitochondria 7740 
ribonucleoprotein protein formation inhi= 
bitor 7055 
sterol binding protein 10813 
sugar nucleotide synthetase 9225 
Cytoplasmic 
— virus RNA methylation 


Cytosine 
er | RNA methyltransferase HeLa 
Cytosol 
aminolevulinate synthase liver 1738 
aminolevulinate synthase translocation 
mitochondria 1746 
dihydroxyvitamin D3 receptor 6799 
modulation cholesterol formation 8128 
nucleus TCDD Ah receptor 11415 
— hydroxymethyltransferase liver 
1 


Cytotoxicity 
ara C DNA 8997 
concanavalin A gelonin 6947 
Cytotoxin 
Peace protein superfamily 2652 
a 
anaphylatoxin inflammation ileum 10758 
anlos 


Ehlers syndrome procollagen mutation 
8887 


Dansyl 
shemtetitslothenclamine lipolysis 3461 
Dansylcadaverine 
—— growth factor 1239 
dCMP 


deaminase fibroblast dTTP 162 
Deacetylase 
— detn 922 


sco ml tRNA protein formation 7261 
Deacylation 


arachidonate phosphatidate neutrophil 
10966 


Dealkylation 
microsome cytochrome P450 hydroperox= 
ide 9685 


J. Biol. Chem., Vol. 255, 1980 


Deaminase 
adenosine deficiency binding protein 
5681 


adenosine deficiency ribonucleotide reduc= 
8523 


tase 

dCMP fibroblast dTTP 162 

DeazaFAD 

hydroxybenzoate hydroxylase oxygen 
reactivity 1420 


eazaflavin 

NADP reductase Methanococcus 1049 
Debranching 

enzyme inhibition muscle 8451 
Decarboxylase 

carboxymuconolactone Acinetobacter 

Pseudomonas 6347 
glycine aminomethyl carrier protein 


glycine liver mitochondria 11664 
malonyl CoA stereospecificity 686 
ornithine arom hydrocarbon genetics 


ornithine DNA formation 3308 
ornithine Lactobacillus 5960 
— movement multienzyme complex 


5 
Decarboxylated 


adenosylmethionine organ 6675 


Deficiency 


iron transferrin serum 144 


Dehydrase 


diol adenosylcobalamin spin labe! 4507 
diol affinity chromatog immobilized coba= 
lamin 3520 


Dehydroalanine 


— thyroglobulin thyroid hormone 


Dehydrogenase 


acyl CoA carboxyl function 2199 

acyl CoA CD 8157 

<— _ electron transfer flavoprotein 
1 


acyl CoA isotope effect 9093 

acyl CoA liver 2195 

acyl CoA mechanism liver 11192 
adipose insulin 6186 

alc binding NADH subzero temp 3248 
alc mechanism zinc bound water 1509 
aldehyde activation magnesium 8206 
amino acid Escherichia 4487 
branched chain oxoacid liver 8394 
carbon monoxide Clostridium 7174 
cytochrome electron transfer 3748 
diaminopimelate Bacillus 10599 
dihydrodiol liver 9621 

estradiol — labeling 7694 
estradiol steroid binding site 3660 
formate NADP Methanococcus 1049 
formate NADP reductase Methanococcus 


6462 
onseee phosphate kinetics mammary 


glutamate conformation prediction Neu= 
rospora 

glutamate domain Neurospora 7993 

glutamate mitochondria acidosis 3403 

glutamate multiple form Candida 7925 

—- peptide sequence Neurospora 


glutamate thermodn NADPH ADP 2509 

glyceraldehyde phosphate assocn erythro> 
cyte membrane 6314 

—— phosphate gene yeast 


glyceraldehydephosphate NADH oxidn 
perhydroxyl 874 

glycerol phosphate gene Escherichia 714 

glycerol phosphate isoenzyme Drosophila 


4073 
ws phosphate kinetics Escherichia 
492 


glycerophosphate mRNA cerebellum de= 
velopment 7589 

hydroxyprostaglandin blood platelet 9021 

hydroxyprostaglandin brain 1779 

fe areed ree rae kidney 7439 

— oxosteroid reductase testis 


Sn pituitary gland 11807 

isocitrate labeling adenosine analog 7517 

isocitrate subunit structure heart 8859 

isoenzyme Drosophila glycerol phosphate 
correction 8936 

isopropylmalate yeast 7255 

keto acid activation heart 9773 

ketoglutarate ketohydroxyglutarate identi= 
ty 1107 

lactate glioma cAMP 11112 

ee we “eo succinyltransferase 

MP 5763 
pyruvate ame ae 6529 
a interaction branched ketoacid 


KEYWORD INDEX 


pyruvate intersite acetyl transfer 7556 
pyruvate stimulation insulin mechanism 
7 


— histidine modification yeast 
eee pyridoxal phosphate lysine 


succinate binding peptide 2761 
succinate cytochrome b560 5530 
trimethylaminobutyraldehyde liver 1146 
ene inactivation cyanide 2694 

ehy rohi 


collagen 10414 — 


lipoidal deriv adrenal 5566 
Deiodination 

hormone hepatocarcinoma growth 7347 
Delipidation 

ATPase heart. kinetics 3068 
Demethylation 

methylphentermine monooxygenase iso> 

tope effect 6049 

reaction chloroperoxide 10174 
Denaturation 

— guanidine hydrochloride 








one substrate stabilization 3862 
ombin noncoagulant form stability 


5900 

transfer RNA Escherichia 1128 
Denitrification 

hyponitrile Paracoccus 5027 
Dentin 

phosphoprotein tooth fetus 9769 

protein phosphoprotein 5931 
Deoxyadenosine 

deoxycytidine kinase Bacillus 8216 
HeLa adenosine deaminase deficiency 


1 +hi. 


eoxy d i 
formation lymphoblast 7380 








leoxyar P 
phosphate synthase chorismate mutase 
— synthase homol hemerythrin 
Deoxycholate 
— Salmonella subunit 


Deoxycytidine 
deoxyadenosine kinase Bacillus 8216 
Deoxyfluoronucleoside 
a a ribonucleoside reductase 
11 


Deoxyglucose 

transport adipocyte glucose 9674 
Deoxy 

S aggregation Hb A 3092 


xy 
lipid A formation Salmonella 4252 
Deoxynucleoside 
lymphocyte ribonucleotide reductase mu= 
tant 8308 





= purine auxotroph fibroblast 


Deoxynucleotide 
metab ribonucleotide reductase mutant 


Deoxynucleotidyltransferase 
inal formation mouse 791 
— lymphoblast kinetics mechanism 
4206 


a 
unwinding protein complex crystal struc> 
ture 3174 
Deoxyribonucleohistone 
chromatin 4516 
Deoxyribonucleoside 
a purine nucleoside phosphorylase 


triphosphate extn HeLa cell 6640 
Deoxyribonucleotide 
—" multienzyme complex phage 


formation phage T4 gene 1896 

phage T4 gene nrd 2747 

ga te rt quinol 

Butyrivibrio hydrogenation 11802 
Deoxytocopherolquinone 

—— a 11802 
Deoxyuridin 

orn he a methotrexate cytotoxicity 


Dephosphorylation 
glutamate dehydrogenase Candida 7925 
myosin ATPase actin activation 8011 
a light retinal Halobacterium 


pyruvate kinase 668 

smooth muscle myosin 6238 
Depolarization 

membrane granulocyte superoxide 1874 





KEYWORD INDEX 


Depolymn 
ca mechanism 8560 
protein kinetics 8567 
Desaturase 
delta9 liver microsome topol 2583 
— oyl CoA interaction cytochrome b5 
1 


min 
a aaa filament smooth muscle 


Desmolase 
eee einen P450 phospholipid 


Destabilizi 

protein DNA structure 11547 
Desulforedoxin 

ESR Moessbauer Desulfovibrio 2493 
Desulfovibrio 

desulforedoxin ESR Moessbauer 2493 

ferredoxin iron center 3242 
Detergent 

ATPase sarcoplasmic reticulum 1912 
Deuterium 

NMR phospholipid fluorine 11652 
Development 

articular cartilage proteoglycan 217 

brain nonhistone protein 11504 

— contg protein bone 


paserentilbeds phospholipid membrane 
=e dehydrogenase mRNA 


glycogen synthase liver 1351 
— Sarcophaga hemolymph 


emus casein gene expression 4430 
mRNA fetoprotein albumin liver 10036 
parctid innervation 4619 
phage T1 Escherichia gene 540 
protein metab heart 11149 
proteoglycan formation cartilage 1346 
tooth enamel 9760 
Dexamethasone 

bile acid metab liver 11324 
pa Sy transport hepatoma 5708 

NA induction oviduct 7796 
receptor binding kinetics 4182 
a complex liver ethylmaleimide 


receptor inactivation mammary 2884 
transport binding kinetics 8573 
te oxygenase induction 7533 
uteroglobin messenger RNA 4131 
Dextran 
liver lipoprotein secretion 2039 
hurrin 
formation sorghum microsome 3049 
Diabetes 
fructose diphosphatase liver 2481 
globulin mRNA liver 11614 
glutathione insulin transhydrogenase 
metab 697 
insulin receptor fibroblast 9149 
insulin variant 
protein glycosylation tritiated glucose 


6717 
Diacetylchitobiosylpyrophosphoryldolichol 
membrane orientation correction of Vol. 
254 page 9237 318 
Dialdehy 
nf idincis yahibition adenylate cyclase 8767 
i 
centrifugal ultrafiltration steroid hormone 


Diamide 
inactivation UDP glucose epimerase 
10777 10782 
Diamine 
oxidase active site sulfhydryl 7621 
Diaminopimelate 
dehydrogenase Bacillus 10599 
Diastereomer 
adenosine thiotriphosphate phosphorus 
32 2022 


Diazoestrone 

fetoprotein labeling 10359 
Dictyostelium 

— phospholipid membrane 


discoidin binding 30 
— recognition marker 
11 


a acetylglucosamine phosphate 
Dicyclocarbodiimide 
chloroplast coupling factor 384 
Digpelaheapioanbediianias 
ee ATPase chloroplast 
106. 
—_ oxidase proton transport 


mitochondria ion flux 408 


J. Biol. Chem., Vol. 255, 1980 


Diet 

liver acetyl CoA carboxylase 10033 

queuosine tRNA 6832 
Differentiation 

cell tubulin 10744 

nerve messenger RNA 3871 
Diffusion 

adenine thymocyte phosphoribosyltransf= 

erase 4574 

Hb ligand binding 8050 

merom: 2 a: actin ATP electrolyte 7106 

peroxidase immobilized kinetics 10764 
Diffusivity 

glucose hyaluronate matrix 3532 
Diglyceride 

ipase purifn adipose tissue 5420 

protein kinase activation 2273 

synthetase Escherichia mutant 1623 
Dihydrodiol 

dehydrogenase liver 9621 
Dihydroergocryptine 

binding liver membrane 5853 
Dihydrofolate 

reductase activation sulihydryl group 

6542 


reductase binding Cibacron Blue 10587 
reductase gene lung fibroblast 7024 
— modification tetrathionate 


—— overprodn fibroblast mRNA 


Dihydroorotase 
ascites carcinoma kinetics pH 3358 
kinetics 11381 
synergism 11372 
Dihydropicolinate 
reductase gene dapB 8928 
Dihydropterin 
reductase methylenetetrahydrofolate re= 
ductase liver 6014 
Dihydrotestosterone 
binding nucleus matrix 7265 
Dihydroxyacetone 
phosphate acyltransferase liver 8289 
sheanale acyltransferase preadipocyte 
differentiation 7681 
Dihydroxydihydrobenzopyrene 
oxidn Cunninghamella 5159 
Dihydroxyvitamin 
D3 receptor osteosarcoma 4414 
Diketopiperazine 
histidylproline detn brain 10290 
Dimyristoyllecithin 
liposome interaction apolipoprotein 
10167 
Dinitrophenol 
erythrocyte membrane cholesterol 9331 
aes superoxide dismutase 1054 
io 
— adenosylcobalamin spin label 


4 
dehydrase affinity chromatog immobilized 
cobalamin 3520 
Dioxygenase 
benzoate component Pseudomonas 5058 
butyrobetaine kidney 8700 
indoleamine mechanism intestine 1339 
mechanism pyrogallol cleavage 8465 
protocatechuate crystal structure Pseudo> 
monas 10015 
tryptophan copper nonessentiality 3835 
tryptophan spin equil 11885 
Dipeptidyl 
carboxypeptidase ne peptide 401 
peptidase cell mem 
—- formation liver ce 
1 





Diphosphatase 
fructose kinetics mechanism 3454 
fructose liver mouse 2481 
fructose phosphorylation 2770 
Diphosphoglycerate 
erythroid cell maturation 5230 
membrane dissocn erythrocyte 9955 
Diphosphohydrolase 
ATP pancreas 1227 
Diphthamide 
elongation factor 10710 
ribosyl structure elongation factor 10717 
Diphtheria 
toxin binding ATP NAD 12020 
toxin kidney chloroquine 2247 
toxin NAD 12011 
toxin NAD phosphate site 12016 
toxin protein toxicity 10658 
Diphthine 
elongation factor 10710 
Dipolar 
— fluorescence phase modulation 
44 


relaxation protein fluorometry 831 
Discoidin 
Dictyostelium binding 30 


12117 


Disease 
cholesterol ester metab macrophage 9344 
I cell fucosidase carbohydrate compn 955 


jutase 
superoxide sequence yeast 6758 
Dissocn 


const macromol ligand complex 3062 
Disulfide 

antithrombin thrombin inactivation hepa= 

rin 3436 

bond Cerebratulus toxin 8273 

group chorionic gonadotropin 8516 

group pss om 5847 

group lipophilin 9182 

nicotinic receptor brain 5573 

reaction ornithine transcarbamylase 7291 

reductase protein Escherichia 10261 
Dithiobisnitropyridine 

photophosp oe uncoupling 6676 
Dithionite 

cytochrome P450 redn 7317 
Divalent 

cation ATPase affinity 7813 

cation binding ATPase 7211 


vinyl 
protochlorophyllide chloroplast 1266 
ivision 
cell tubulin 10744 
DMSO 


globin — erythroleukemia differentia= 

tion 897 

DNA 
adenovirus assocd virus 
affinity histone H1 rp Roe al 4516 
alkylated repair 10569 
ara C cytotoxicity 8997 
compn nucleosome arrangement 

correction of Vol. 254 page 9194 1758 
binding ——— D 3581 
ben a at lycoprotein Ustilago 614 

tose repressor 10100 

Pingine lactose repressor protein 10120 
binding protein Escherichia temp 2897 
binding protein ered pur 9594 
binding protein kidney ghromatog 8443 
cell adenovirus infection RNA 4411 
cell cycle S phase 3585 
cleavage endonuclease MspI 10559 
—s collagen messenger RNA 


complementary globulin mRNA liver 
11607 


cytochrome b gene mitochondria Saccha> 
romyces 9828 
a _ bleomycin malondialdehyde 
— ATPase Escherichia 6789 


dependent ATPase multiple form 4957 

Freed ATPase phage T4 5208 
tabilizing protein structure 11547 

AGMP protein biosynthesis inhibitor 


91 
— fibroblast auxotroph purine 
4 


formation leukemia cell 1305 

formation ornithine decarboxylase 3308 

fragment polyoma virus d 9552 

gene = Saccharomyces mitochondria 
il 


globin cloning bacteriophage shee) 
—_ uracil leukemia myelo = 


growth hormone mRNA cloning 7521 

gyrase ATPase activity Escherichia 6299 
ase site interaction ATP 2211 
alodeoxyuridine protein affinity 1380 

helicase Escherichia 9746 

helicase III mechanism ATP 8069 

helix destabilizing protein 11484 

— decatenation topoisomerase 


kinetoplast osoma 5141 
ligase purifn phage T4 813 
mg woe canta A A b mitochondria 


m 
— pa = Hy ood Haemophilus 


- specificity Escherichia 11526 
— detn eukaryote virus 


mitochondria gene mapping Neurospora 
10563 


mitochondria penne ion map 11599 
= sequence chloroplast Euglena 
1 


nucleotide ee mitochondria saccha> 
romyces 11927 

nucleotide sequence prolactin gene 6502 

——- ti — Doe ys ing adenovirus 6780 

phage lam cloning 8928 

~— tranecrpion RNA polymerase 





12118 


poly ADP ribose polymerase 6205 
polyADPribose formation 10502 
polymerase alpha regenerating liver 2114 
polymerase beta chick embryo 9942 
polymerase Drosophila correction of Vol. 
254 page 9886 4386 
polymerase Drosophila embryo 9479 
polymerase Epstein Barr virus 5120 
polymerase exonuclease proofreading 
mechanism 7149 
polymerase gamma chick embryo 7002 
— fir subunit dnaZ protein 


laa III subunit Escherichia 10984 


polymerase interaction DNase V 10239 
polymerase melanoma polymethylcytidy= 
late 1015 
polymerase mitochondria HeLa 11847 
polymerase multiple activity virus 2000 
polymerase template site arginine 917 
promoter site identification 1763 
ot dimer glycosylase phage 
1204 


repetitive sequence chicken 4854 

replication assembly ph safe phiX 4328 

replication enzyme complex phage Escher 
ichia 7040 

replication initiation ¢maG protein 1096 

replication phage phhiX 174 Escherichia 

lymerase 9961 

replication phage tees synthesis 7965 

replication phage 

replication phage T7 RNA polymerase 
7956 


replication plasmid RSF1040 11071 
11075 


replication protein phage T4 4290 
replication protein RNA primer 2176 


replication substitution mutation polymer= 


ase 11717 
ribonucleotide crab 9409 
scission poly ADPribose 10493 
sequence chicken mol cloning 4843 
sequence gene regulation Neurospora 
1138 


sequence polyoma virus transformation 
230 


specificity restriction endonuclease 11534 


steroid receptor complex RNA 5545 

structure preprolactin 8655 

SV46 liposome encapsulation 10431 

SV40 monkey genome 8919 

topoisomerase gyrase phosphotyrosine 
linkage 5560 

transcription adenovirus cellfree 251 

transcription ATP vaccinia virus 5396 

transcription chloroplast Euglena 3786 

transcription factor KB cell 11986 11992 

transcription gene virus 2097 

transcription initiation rRNA 7896 

transcription phage promoter 11011 

transcription priming 4928 

unwinding protein oligonucleotide crystal 
structure 3174 

unwinding T antigen virus 8963 

uracil glycosylase inhibitor phage 10354 

virus SV40 nucleosome 771 

DnaG 
protein DNA replication initiation 1096 
ase 

actin interaction nucleotide exchange 

5668 


I actin conformation 1210 
reaction product divalent cation 3726 
tryptophan reactivity 8633 
V interaction DNA polymerase 10239 
DnaZ 
protein DNA polymerase III subunit 
11698 


Docosahexaenoate 
binding fetoprotein 4224 
Dolichol 


formation testis spermatogenesis 16 


ae are CoA reductase 
1 


phosphate mannose mutant glycosylation 
4441 
Dolichyl 
phosphatase lymphocyte 1120 


phosphate acetylglucosaminephosphatetra> 


nsferase Acanthamoeba 8174 
Dopamine 


hydroxylase inactivation suicide substrate 
8987 


—_ mechanism isotope effect 

1 

a omen release chromaffin granule 
51 


prolactin formation inhibition 8092 

prolactin release inhibition 6595 

receptor caudate nucleus 10909 
Drosophila 

acid phosphatase 10338 


J. Biol. Chem., Vol. 255, 1980 


embryo DNA polymerase 9479 

— —_ ite dehydrogenase isoen= 
zym 

hexokinase oulkiple form 4673 


po CTP formation 3340 

phospholipid protein kinase 8378 

phospholipidosis phospholipase inhibition 
5190 


G 


TTP 
fibroblast (CMP deaminase 162 
dUTP 


polyoma virus DNA fragment 9552 
Dystrophy 
muscular amino acid cGMP 8325 
muscular creatine kinase isoenzyme 8477 
muscular protein metab muscle 8315 
Ecdysone 
radioimmunoassay immunogen prepn 
6047 
Editorial 
William H. Stein 9517 
EDTA 


. nitrogenase cofactor redox 353 
BE 
calmodulin Xenopus meiosis 9404 
Ehlers 

mae syndrome procollagen mutation 


Ehrlich 


ascites interferon polyadenylate synthetase 
3813 


carcinoma amino acid transport 764 
Elastase 
inhibition acyl saccharin 9848 
leukocyte activation 9289 
leukocyte collagen degrdn 5435 
leukocyte collagen type III cleavage 
12006 


leukocyte fibronectin proteolysis 8848 
Pseudomonas substrate inhibitor 3482 
Elastin 
formation aorta tropoelastin proelastin 
1 


model lysyl oxidase substrate 3656 
Elec 


organ ATPase vanadate 5724 
— ATPase reconstituted liposome 


Electrogenicity 
liposome reconstituted ATPase 10681 
Electrolyte 
meromyosin diffusion 7106 
Electron 
donor nitrogenase ferredoxin 4213 
microscopy phosphofructokinase 10537 
= transcarboxylase structure 


paramagnetic resonance 
See EPR 
See also ESR 


spin resonance 


See also EPR 


transfer flavoprotein acyl CoA dehydroge= 


nase 3591 

transfer flavoprotein CD 8157 

transfer liposome mitochondria 3748 

transport adrenodoxin cytochrome mito> 
chondria 3057 

transport adrenodoxin reductase cyto> 
chrome P450 4264 

—" cytochrome c arrangement 


transport iron sulfer protein 7487 
transport proton extrusion mitochondria 


transport proton transport 5224 
transport ubiquinone cytochrome oxidore 
ductase correction of Vol. 254 page 
8594 318 
Electronic 
= “om myoglobin conformation 
3 


properties metalloflavin complex 3472 
Electrophoresis 

glycopeptide 4876 

polyacrylamide enzyme renaturation SDS 


Electrophorus 
ATPase interaction magnesium 1547 
ATPase labeling structure 459 
ATPase transient state potassium 3395 
Electrostatic 
interaction choline permease 8546 
Elongation 
factor chloroplast Euglena 9814 
factor Escherichia Qbeta replicase 5300 
factor gene conservation prokaryote 728 
— alae protein formation 7455 


PA eal antiviral protein 3251 
factor ribosyl amino acid 10710 


KEYWORD INDEX 


factor ribosyl diphthamide structure 
10717 


factor Tu crystal structure 6751 
phage _ primer 1096 


Blongator 

A binding ribosome protein 7010 

Embryo 
adrenergic receptor muscle 7782 
articular cartilage proteoglycan 217 
brain nonhistone protein 11504 
—- contg protein bone 


chick DNA polymerase gamma 7) 
= creas formation fibroblast 


chondtoitin sulfate chondrocyte 1586 
collagen gene sheep 3212 

DNA polymerase beta chick 9942 

Droso; DNA polymerase 9479 
fibroblast heat shock protein 3230 
globin peptide sequence chicken 9051 
lycosaminoglycan sulfation cornea 3086 
ig gene structure plasmacytoma 3691 
liver metallothionein copper zinc 5380 
— oligosaccharide sulfation 


mesenchyme cartilage proteoglycan 9870 
mRNA fetoprotein albumin 10036 
muscle protein degrdn culture 5826 
nerve fro owth factor receptor 11284 
phosphatidylinositol lens 1296 
preprolactin mRNA pituitary 5871 
Emission 
spectra 
also Fluorescence and Raman spectra 
Enamel 
protein tooth fetus 9760 
Enamelin 
tooth enamel development 9760 
Enantiomer 
thiophosphate analysis NMR 1775 
End is 
asialoglycoprotein receptor membrane 
reutilization 9028 
— acid hydrolase phosphomannose 


Endogalactosidase 
Escherichia strain 5955 

Endonuclease 
apurinic multiple form fibroblast 11743 
Micrococcus pyrimidine dimer exchange 


restriction MspI specificity 10559 

restriction specificity Escherichia 11534 

on specificity hydrophobic reagent 
Endopeptidase 

— _— postproline correction 


peaiee Flavobacterium 4786 
mic 
a calcium cytoplasm liver 9009 
a glycoprotein oligosaccharide 
oviduct ct 3600 

reticulum ovalbumin giycosylation 9236 
Endoribonuclease 

V thymus gland 5108 
Endorphin 

ganglioside formation 129 

protein formation 11908 
Endothelium 

arachidonate metab thrombin 8031 
vein thrombin binding 10279 
Endotoxin 
= protein Limulus 5586 
Energi: 
- pre mitochondria respiration ATP 5674 
nergy 
harge acetyl CoA carboxylase 2308 

coup ing mitochondria proton transport 


me A potassium transport Streptococ> 
cus 433 
Enkephalin 
azide opiate receptor 7244 
ganglioside formation 129 
protein formation 11908 
release chromaffin granule 7751 
aaa protease 8234 


- ~ tautomerization valine metab 7763 
noy’ 
— domain fatty acid synthetase 
1131 


Enterotoxin 
— 4716 
Enzym 
afinity chromatog transition state analog 


allosteric regulation model 3552 
angiotensin converting specificity peptide 


401 
benzyl alc membrane fluidity 4519 





KEYWORD INDEX 


bi immobilized system 6883 

bifunctional evolution Bacillus 2077 

cGMP retina distribution 3128 

cholesterogenic CHO lipoprotein hydroxy= 
cholesterol 7787 

complex DNA replication phage Escheric= 
hia 7040 

complex messenger RNA capping 903 

debranching inhibition muscle 8451 

Escherichia membrane phosphotidic acid 
1623 


ether bond formation mechanism 1074 

fibroblast adipose conversion 8811 

gene fatty acid Escherichia 3263 

glyceride forming preadipocyte differentia 
tion 7681 

glycogen muscle epinephrine 2301 

slyco! _ compartmentation synaptosome 

I sugar phosphotransferase kinetics 8579 

II sugar phosphotransferase kinetics 8585 

II — phosphotransferase sidedness 


interaction acetyl CoA 7858 

lysosome precursor phosphorylation man= 
nose 4946 

poe precursor processing fibroblast 


malic hepatoma pyruvate 3844 
membrane peptidoglycan formation lipid 
2848 


multi complex functional unit 6826 

multisubstrate kinetic mechanism detn 
11648 

phage restriction plasmid Rts1 4040 

phosphomannosy] receptor liver 9608 

precursor phosphorylation mannose lyso> 
some correction 8936 

— DNA replication phage 6789 

4 


pyrimidine formation kinetics 11381 
pyrimidine formation synergism 11372 
renaturation SDS polyacrylamide electro= 
phoresis 7467 
—— unlinking HeLa cell 
67 


substrate protection protein binding 
6875 


Enzymes 
ee also Apoenzymes, Metalloenzymes, 
Zymogens, and specific names such as 
Dehydrogenase, Chymotrypsin, Isomer= 
ase, Kinase, Ligase, Nuclease, Phospha> 
tase, Polymerase, Synthetase, Transfer= 
ase and Trypsin 
Enzymic 
detn methylcytosine 7544 
Epidermal 
growth factor dansylcadaverine 1239 
growth factor phorbol ester 6373 
growth factor protein kinase 4834 
growth factor receptor 10737 
growth factor receptor placenta 10731 
growth factor receptor quinone 8735 
= tyrosine phosphorylation 
836: 


sarcoma growth factor carcinoma receptor 
3685 


Epidermis 

transglutaminase substrate purifn 1200 
Epididymis 

androgen binding protein 7769 
Epimerase 

corticosteroid side chain isomerase 7192 

———- purifn heparin formation 


specificity heparin formation microsome 
5094 


UDP glucose active site 10777 10782 
UDP glucose Saccharomyces 2705 
Epinephrine 
binding liver membrane 5853 
fibrinogen receptor platelet 10971 
glycogen enzyme muscle 2301 
immobilized phosphorylase liver 3905 
muscle rigor cyclocreatine 3924 
pancreatic islet activating protein 9580 
phosphatidylinositol formation liver 1938 
pyruvate dehydrogenase heart 7604 
Epithelial 
cell intestine collagen 8351 
Epoxidase 
squalene supernatant protein factor 3575 
Epoxide 
hydrolase liver mouse genetics 8650 
hydrolase mechanism liver microsome 


4698 
EPR 
conaibumin copper complex 2782 
copper laccase cytochrome oxidase 5000 
nitrosyl heme conformation 7876 
Epstein 
Barr virus DNA polymerase 5120 


J. Biol. Chem., Vol. 255, 1980 


Equil 
const phosphoglycerate kinase reaction 
3240 


Ergocryptine 
prolactin formation inhibition 8092 
Erlich 
ascites neoplasm aminoisobutyrate uptake 
7311 


Erythrocyte 
actin — spectrin 1670 
adenylate cyclase catecholamine receptor 
1436 
adenylate cyclase modulation adenosine 
10841 


adenylate cyclase regulation turkey 8259 
adenylate cyclase regulatory t 





- 


3736 
ADP ribosyltransferase 5838 
ankyrin 2540 
ankyrin band 3 protein 6424 
blood group A inactivation 11737 
cAMP cation protein 8534 
carbonic anhydrase NMR 3911 
catalase compd I formation 6128 
cerebroside transfer protein liposome 


cholera toxin substrate 7480 

choline permease binding site 8546 

cytochrome b5 reductase FAD 2454 

cytolysis neutrophil superoxide 9912 

glucose transport carrier protein 361 

glucose transport halodinitrobenzene 
2051 

lucose transport inhibitor 11870 

GMP kinase acyclovir phosphate 7204 

~~ "irr is protein kinase 
11 


hexokinase 1752 
human adrenoceptor turkey reconstitution 
5015 


lamin nucleus envelope 10978 

meturation adrenergic receptor 1854 

membrane adenylate cyclase turkey 988 

membrane ankyrin band 3 11965 

membrane assocn glyceraldehyde phosp= 
hate dehvdrogenase 6314 

membrane bilirubin photodynamic action 
8192 

membrane binding spectrin 8082 

membrane cholesterol 9331 

membrane dissocn ATP diphosphoglycer= 
ate 9955 

membrane incorporation ATPase muscle 
4992 


membrane phospholipid 5201 

membrane protein aspartate methylation 
11640 

membrane protein assocn spectrin 7034 

membrane protein kinase 2563 

membrane protein methylation 338 

membrane spectrin phosphorylation 1259 

membrane spectrin subunit 2990 

metHb reductase FMNH 11694 

nuclease nucleus chicken 10542 

phosphoglycerate kinase Muenchen struc> 
ture 6421 

phosphoglycerate kinase sequence human 
6408 6412 


potassium phosphatase orientation mem= 
brane 7827 

protein kinase 6456 

proteolysis factor APF1 7525 

purine nucleoside phosphorylase 7089 

purine nucleoside phosphorylase mutant 
56 


sickle protein horylation 6382 

spectrin phosphorylation 11521 

spectrin phosphorylation site 11512 

turkey goblin phosphorylation 4864 

uroporphyrinogen synthase 1993 

vesicle calcium transport 569 

vitamin B6 transport 11901 
Erythroglycan 

myelogenous leukernia cell 3266 
Erythroid 

cell maturation diphosphoglycerate 5230 
Erythroleukemia 

“— differentiation globin mRNA 

1 


Erythropoiesis 
protein A24 chromatin 10555 
Escherichia 
adenosylmethionine synthetase 9082 
alk phosphatase kinetics mechanism 
8424 8431 
eee subunit immobilization 


amino acid dehydrogenase 4487 
MP nucleosidase 10867 
antiport cation proton 39 
arabinose binding protein 6745 
aspartate transcarbamoylase dispropor= 
tionation 8136 


12119 


aspartate transcarbamoylase subunit as= 
socn 1962 


ATP ATPase 11857 

ATPase cation binding 7211 

ATPase proton translocation 5643 

ATPase reconstitution subunit 113 

ATPase subunit peptide sequence 6891 

carbon isotope fractionation lipid 11435 

cloning yeast gene PGK 12073 

dehydrogenase ketoglutarate ketohydroxy= 
lutarate 1107 

DNA binding protein 9594 

DNA —— protein temp 2897 

DNA dependent ATPase 6789 6794 

DNA gyrase ATPase activity 6299 

DNA helicase 9746 

DNA methylase — 11526 

DNA polymerase III subunit 10984 

a ication enzyme complex phage 


elongation factor tal structure 6751 
elongation factor Qbeta replicase 5300 
enterotoxin 4716 
—— membrane phosphotidic acid 

1 


fatty acid enzyme gene 3263 

fructose phosphate futile cycle 2867 

galactose binding protein 6559 

gene dnaZ product polymerase subunit 
11698 hae ATP 

gene expression phage 540 

gene tur conservation prokaryote 728 


glutamine synthetase ligand interaction 
590 

glutamyl tRNA synthetase mechanism 
1956 


et 7a phosphate dehydrogenase gene 
4 
glycerol phosphate dehydrogenase kinetics 
—em acyltransferase gene 
21 


guanosine nucleotide metab ale 6307 
guanosine tetraphosphate formation 3838 
guanosine tetraphosphate pyrophosphatase 
activation 10056 
initiation RNA polymerase promoter 
1763 


ketoacyl synthase genetics 11949 
lactose transport system reconstitution 
lipid A lipopolysaccharide 4257 

ipi ipopolysaccharide 4 

pe messenger RNA 199 210 
— transport membrane protein 


maltose transport protein label 168 
membrane ATPase subunit. 12037 
membrane lipoprotein assembly 807 
membrane lipoprotein globomycin 3707 
— nitrophenyl galactopyranoside 


membrane phage T1 infection 534 
— phosphotransferase sidedness 


membrane protein assembly 802 
murein lipoprotein formation 5384 
mutant lipoprotein structure 1160 
mutant ribosome protein L11 10517 
ompA protein signal peptide 27 
outer membrane protein plasmid 8955 
penicillin binding protein 11173 
peptidoglycan formation a 2848 
peptidoglycan synthesis 
phosphoenolpyruvate carboxykinase regu= 
lation 1399 
— synthesis gene regulation 
41 


polyadenylated RNA liver cloning 7665 

polymerase phage phiX174 DNA replica> 
tion 9961 

polymerase transcription steroid 9693 

polysialate formation structure 2332 

potassium proton antiport pH 3824 

protein catabolism guanosine tetraphosp> 
hate 1008 

protein homol Phascolopsis 7079 

protein metab 2524 

protein turnover 4125 

pyruvate oxidase subunit 379 

— galactose chemotaxis transport 


receptor galact h taxis transport 
correction 8936 

— plasmid chick collagen gene 
261 





restriction endonuclease specificity 11534 
ribonucleoside diphosphate reductase 
mechanism 8027 
ribonucleotide reductase iron center 6706 
ribosome protein binding RNA 797 
ribosome protein multiple copy 6941 
ribosome protein promoter 4653 
ribosome protein $1 formation 357 





12120 


RNA guanosine polyphosphate 1830 
RNA polymerase gene regulation 3536 
signal peptidase 7973 
spermidine synthase mechanism 7276 
str operon nucleotide sequence 4660 
strain endogalactosidase 5955 
thioredoxin sulfhydryl group 10261 
transfer RNA nucleotide sequence 2220 
tRNA uridine methyltransferase 8296 
tryptophan transfer RNA mutant 1128 
tryptophanase interaction indole 6228 
vitamin B6 formation 3042 
vitamin transport gene 4313 

ESR 
apolar lipid reconstituted lipoprotein 

3330 


chloroperoxidase Caldariomyces 4801 
cytochrome oxidase rotational dynamics 


7494 
desulforedoxis Desulfovibrio 2493 
diamine oxidase sulfhydryl 7621 
ferredoxin Desulfovibrio 3242 
nitrosylmetmyogiobin coordination 2239 
i re cytochrome oxidase complex 
~ echo cytochrome oxidase 6843 
tRNA interaction ribosome 8116 
ubisemiquinone succinate cytochrome c 
reductase 3278 
uteroferrin 11204 


r 
fatty sterol corpus luteum 10618 
linkage proline reductase Clostridium 
5004 


Esterase 
activity nerve growth factor 5170 
carboxyl multiple form liver 7155 
carboxyl reaction choline ester 7168 
Esterification 
cholesterol regulation hepatocyte 9128 
Estradiol 
binding nucleus matrix 7265 
cAMP protein ovary 5481 
dehydrogenase affinity labeling 7694 
dehydrogenase steroid binding site 3660 
messenger RNA prolactin 854 
metab protection fetoprotein binding 
6875 
receptor activation form 2729 
receptor nucleus 9699 
receptor photooxidn 8776 
receptor pyridoxal phosphate 4062 4068 
receptor uterus microsome 10266 
uteroglobin messenger RNA 4131 
Estrogen 
binding nucleus matrix 7265 
cathepsin D uterus 7474 
deriv photosensitive fetoprotein labeling 
10359 
histidase induction liver 7199 
lipoprotein receptor liver 10464 
receptor complex DNA RNA 5545 
receptor complex molybdate 6028 
— liver Xenopus vitellogenesis 


receptor mercuriestradiol 1358 

receptor nucleus 9699 

receptor photooxidn 8776 

a pyridoxal phosphate 3100 4062 
4 


receptor uterus microsome 10266 
transcription Escherichia polymerase 


9693 
transferrin mRNA liver 148 
Estrone 
transport liposome microsome 627 
Ethanolamine 
ammonialyase mechanism isopropanola= 
mine 7444 
Etheno 
stearoyl CoA interaction carboxylase 
3348 


Ether 
bond formation enzyme mechanism 1074 
— transport sarcoplasmic reticulum 


Ethylmaleimide 
dexamethasone receptor complex liver 


468 
Ethylmercury _ 
chloride inactivation cytochrome oxidase 
54 


Ethynyl 
a cytochrome P450 inactivation 


Ethynylestradiol 
lipoprotein receptor liver 10464 
lipoprotein serum cholesterol 10547 
Euglena 
chloroplast DNA nucleotide sequence 
10997 
chloroplast DNA transcription 3786 
chloroplast elongation factor 9814 


J. Biol. Chem., Vol. 255, 1980 


chloroplast gene nuclear coding 6018 
chloroplast rRNA tRNA gene 10991 
fatty acid synthetase component 1504 
Eukaryote 
initiation factor structure 1189 
methylcytosine detn DNA 7544 
ribosome transfer RNA initiation 3809 
Evolution 
decarboxylase isomerase Acinetobacter 
Pseudomonas 6347 
enzyme bifunctional Bacillus 2077 
isomerase sequence homol 9369 
ketoadipate enollactone hydrolase Acineto= 
bacter 6342 
ketoadipate enollactone hydrolase Pseudo= 
monas 6335 
prolactin gene 6502 
protein disulfide rich superfamily 2652 
protein P150 11040 
Exchange 
reaction capping enzyme vaccinia virus 
11588 


reaction oxygen inorg pyrophosphatase 
5320 


reaction peptide NMR 2036 
Excimer 
pyrene fluorescence tropomyosin confor= 
mation 11 
Exodeoxyribonuclease 
V interaction DNA polymerase 10239 
Exonuclease 
DNA polymerase proofreading mechanism 
7149 


Exoribonuclease 
Se specific thymus 4535 
accharomyces 3080 
Extn 
deoxyribonucleoside triphosphate HeLa 
cell 6640 


ye 
phospholipid embryo 1296 
phospholipid embryo correction 8005 
retina cGMP cycle 3128 
Factor 
arte glial pituitary 8374 
calcium binding 638 
Va nee complex phospholipid 
4 


VII blood coagulation purifn 1242 
Xa active site 2014 

XI blood activation trypsin 2667 

XIII blood coagulation subunit 8881 
XIII transglutaminase binding fibronectin 


XIIla specificity 419 
FAD 


amino acid oxidase fluorescence 5261 
> po b5 reductase erythrocyte 


redn flavoprotein oxidase pH 2969 
— cresol methylhydroxylase flavin 
Familial 
hypercholesterolemia mannose lipoprotein 
receptor 11942 
Fasting 
adipose leucine degrdn 8074 
mRNA pyruvate kinase 11499 
polyribosome formation adipose 6330 


Fat 
‘ diet acetyl CoA carboxylase 10033 


al 
See also Lipids, Phospholipids, and Tri= 
glycerides 
Fatty 
acid albumin site lipoteichoate 6092 
acid albumin site location 6121 
acid elongation cytochrome b5 microsome 


acid enzyme gene Escherichia 3263 

acid Escherichia murein lipoprotein 5384 

we phospholipid Escherichia 
4 


acid glycolysis fibroblast adipose 8811 
— animal virus maturation 


acid hydrogenation tocopherolquinol Buty= 
tivibrio 4447 

acid inhibition lymphocyte capping 
10566 


acid membrane egg Lytechinus 5411 

acid membrane liposome structure 1286 

acid metab heart myocyte 9731 9739 

acid metab transformed fibroblast 5697 

acid microsome cytochrome spin 1867 

acid monoclonal antibody liposome bind= 
ing 8015 

acid Mycobacterium 182 

<<“ erythrocyte membrane 


acid placenta transfer 4224 
— bacteria luminescence 


KEYWORD INDEX 


acid synthetase adipocyte differentiation 
4751 


acid synthetase component Euglena 1504 
acid synthetase liver CoA 1388 
acid synthetase mRNA goose 9519 
acid synthetase NADPH domain 11313 
acid synthetase preadipocyte differentia= 
tion 4745 
acid synthetase stereospecificity 686 
acid synthetase termination CoA 10676 
acylation protein fibroblast 10021 
ester sterol corpus luteum 10618 
Feline 
sarcoma virus protein kinase 11040 
Ferredoxin 
iron center Desulfovibrio 3242 
iron sulfur center Azotobacter 1793 
iron sulfur cluster Azotobacter 1797 
Rhizobium bacteroid 4213 
Ferritin 
hybrid subunit assembly 6234 
iso metab liver 5195 
Fertilization 
—— egg lipid membrane 


Fetoprotein 
albumin peptide sequence homol 8046 
binding arachidonate bilirubin docosahex= 
aenoate palmitate 4224 
binding estradiol metab protection 6875 
mRNA nucleotide sequence 8994 
photosensitive estrogen deriv labeling 
10359 
Fetus 
tooth dentin phosphoprotein 9769 
tooth enamel protein 9760 
Fibril 
collagen aggregate structure 9427 
collagen assembly 
Fibrin 
binding thrombin thermodn calcium 


2 
oligomer ligation kinetics 6398 
Fibrinogen 
gamma chain variant 5599 
platelet ADP epinephrine 10971 
receptor platelet ADP 154 
Fibrinolysis 
ae ome protein inhibitor 10214 
Fibroblast 
adenosine deaminase deficiency 5681 
adipose conversion enzyme 8811 
— transport cell cycle 
3258 
apurinic endonuclease multiple form 
11743 


auxotroph purine DNA formation 3014 
binding thrombin mitogenesis 6609 

cell division mevalonate 5134 

collagen metab cAMP 2843 

collagenase binding collagen 6806 
cyclooxygenase subcellular location 4872 
cystine glutamate transport 2372 
differentiation adipocyte glyceride enzyme 


differentiation fatty acid synthetase 4751 
— reductase overprodn mRNA 


9 
dTTP dCMP deaminase 162 
embryo heat shock protein 3230 
endocytosis acid layivlans phosphoman= 
nose 11081 
om binding glycosaminoglycan 


0 
fibronectin heparin binding polypeptide 
10017 


glycoprotein liver membrane insertion 
10001 

glycosaminoglycan formation cell density 
10091 

sas aaa formation culture 


sot to factor brain 5517 

—— formation chick embryo 
103 

insulin receptor diabetes 9149 

intercellular transport procollagen fibro= 
nectin 8638 

— tRNA formation mevalonate 


lipoprotein binding 11163 

lipoprotein metab sphingomyelin 3371 

—— polyoxyethylated cholesterol 
7 


lipoprotein receptor hypercholesterolemia 
92 


lipoprotein receptor regulation 475 
lung collagen formation 5250 

lung dihydrofolate reductase gene 7024 
— enzyme precursor processing 


membrane hyaluronate binding 4544 
membrane lipid virus 9044 





KEYWORD INDEX J. Biol. Chem., Vol. 255, 1980 12121 


membrane phospholipid exchange vesicle Fluorine phosphate isomerase Staphylococcus 
5404 phospholipid deuterium NMR 11652 
membrane receptor binding glucoronidase Fluorohydroxybenzoate receptor Escherichia chemotaxis transport 
5069 hydroxybenzoate hydroxylase fluoride 2465 
neutral amino acid transport 929 elimination 4189 Galactosidase 
er differentiation ganglioside Fluorometry bacteria antibody diversity 5286 
1711 phase tryptophan protein reorientation rotein label gene fusion 168 
procollagen biosynthesis tunicamycin 121 831 Galactoside 
protein fatty acylation 10021 Fluorosulfonylbenzoyladenosine binding lactose repressor 10107 10115 
protein induction arsenite 6975 modification carbamylphosphate synthe= fucosyltransferase kinetics specificity 
pyrimidine nucleotide metab 11227 tase 7129 5373 
receptor manncse lipoprotein hypercho> eo kinase affinity labeling 9388 fucosyltransferase salivary gland 5364 
lesterolemia 11942 Galactosyltransfe 
thymidylate synthetase cell cycle 7386 eniaaaieliiide hemolymph pupation inactivation iodination lactalbumin sub= 
transformation actin peptide 1650 2919 strate 11262 
transformed fatty acid ——_ 5697 FMNH lactalbumin interaction site 3377 
trypsin inhibitor mouse metHb redn 11694 Gamma 
ubiquinone formation A. Foam chain variant fibrinogen 5599 
taryl CoA reductase 5894 cell macrophage cholesterol ester 9344 Ganglion 
Fibroin Folate nerve growth factor ey 11284 
gene polymorphism Bombyx 9451 methyltetrahydro conformation NMR protein nerve growth factor 10481 
Fea structure Bombyx 9444 correction of Vol. 254 page 10881 2226 retina ca glycoprotein 6486 
Fibronectin multienzyme complex purifn liver 1885 G ioside 
binding glycosaminoglycan fibroblast pteroylpolyglutamate formation Coryne= Clostridium toxin — 6071 
6055 bacterium 5649 formation opiate cAMP 1 
collagen binding domain 3234 Folding formation pte olay brain 608 
crosslinkin po Bas glutamine 1181 cytochrome c methionine ligation 8914 GM1 reaction choleragen 7657 
formation fibroblast tunicamycin 121 RNase A proline isomerism 7075 preadi differentiation 1711 
elatin binding region 4391 Folylpolyglutamate structure brain 6990 
heparin _—— polypeptide fibroblast synthetase Corynebacterium 5655 thyroid — correction of Vol. 254 
synthetase liver 5776 page 930 1758 
a. transport fibroblast procolla= synthetase mechanism Corynebacterium G ide 
gen 8638 5663 antibody ee “10509 
proteolysis leukocyte elastase 8848 Force Gauchers 
proteolysis thrombin plasma 3134 protonmotive ATP Streptococcus potassi= disease spleen acid phosphatase 5864 
structure tepol 4304 um transport 433 GDP 
Fibrosarcoma protonmotive Escherichia membrane adenyl Fe so nga — 10312 
multiplication stimulating protein 9177 phage infection 534 fucose hydro ctoside fucosyltrans= 
Filament protonmotive mitochondria hepatocyte ferase 5364 
actin conformation 1210 1458 mannose slycolipid retina 1921 
intermediate desmin smooth muscle 6981 Formate mannose oligosaccharide lipid acceptor 
Filamin dehydrogenase NADP reductase Methano= 11268 
purifn muscle 1194 coccus 6462 microtubule assembly 2284 
Fish NADP oxidoreductase reconstitution protein formation mitochondria 7740 
histone testis spermatogenesis 2533 Methanococcus 1049 Gel 
Flagella Formiminotransferase chromatog peptide 1536 
aegleria heat shock protein 2629 * aia active site 9474 — macromol ligand dissocn 3062 
Flavin ormy’ 
analog adrenodoxin reductase 4264 peptide receptor neutrophil label 7063 binding peptide fibronectin 8848 
~— adrenodoxin reductase correction Formyltetrahydrofolate binding region fibronectin 4391 
synthetase crosslinking stabilization Gelation 
evel adduct lactate oxidase 5688 10460 actin gelsolin calcium 9494 
alo flavoprotein reconstitution 1393 synthetase mutant yeast 2569 Gelonin 
protein interaction flavoprotein CD 8157 Forssman grovel formation inhibition 6947 
radical stabilization lactate oxidase 8672 glycolipid formation trihexosylceramide Gelsolin 
reductase metHb redn 11694 9037 calcium actin gelation 9494 
structure cresol methylhydroxylase 6553 Friend macrophage 9490 
Flavobacterium erythroleukemia differentiation globin ne 
postproline endopeptidase 4786 mRNA 8971 chloroplast nuclear coding Euglena 6018 
postproline endopeptidase correction Fructose cloning glycerol phosphate acetyltransfer= 
10013 diphosphatase kinetics mechanism 3454 ase 
Flavodoxin diphosphatase liver mouse 2481 cloning phospholipid formation Escheric= 
reconstitution haloflavin 1393 preg tase phosphorylation 2770 hia 714 
Flavokinase metab kidney intolerance 8239 configuration vitellogenin Xenopus 6721 
affinity chromatog liver 1335 phosphate _ site phosphofructoki= cro termination site phage lambda _ 11017 
Flavoprotein nase 1018 cytochrome b mitochon: DNA Saccha= 
anion radical stabilization 8672 hosphate fetile cycle Escherichia 2867 romyces 9828 
electron transfer acyl CoA dehydrogenase rsH dapB dihydropicolinate reductase 8928 
cAMP protein ovary 5481 dihydrofolate reductase lung fibroblast 
flavin protein interaction CD 8157 precursor mRNA 8780 7024 
oxidase FAD redn pH 2969 pregnant mare serum gonadotropin 6930 DNA repetitive sequence chicken 4843 
reconstitution haloflavin 1393 Fucose DNA transcription virus 2097 
Flounder metab mutant lymphoma lectin 9900 dnaZ product polymerase subunit Escher= 
antifreeze protein mRNA 8729 Fucosidase ichia 11698 
Fluidity carbohydrate compn I cell disease 955 early protein adenovirus 6772 
membrane egg Lytechinus fertilization Fucosyltransferase enzyme fatty acid Escherichia 3263 
5411 galactoside kinetics ee 5373 epoxide hydrolase chromosome mouse 
Fluorescein galactoside salivary glan 8650 
cobratoxin characterization 7326 Fumarase Escherichia vitamin transport 4313 
mercuric acetate ATPase 459 binding carbanion 4772 expression casein mammary development 
wheat germ agglutinin mannoprotein Furoyl lactation 4430 
5979 saccharin inhibition serine protease 9848 expression liver regeneration 2855 
Fluorescence Furylacryloy expression nonhistone protein chromosome 
ATP UTP analog 9907 phosphate sarcoplasmic reticulum calcium 3002 
ATPase interaction calcium 7514 6040 expression phage ATP Escherichia 540 
FAD amino acid oxidase 5261 GABA expression thymidylate synthetase fibrob= 
phase modulation dipolar relaxation 4403 inhibition pyridoxal kinase mechanism last 7386 
pyrene excimer tropomyosin conformation 79 fibroin structure Bombyx 9444 
1296 ; Gabaculine fusion protein label sinctoaidene 168 
tyrosine adrenodoxin 2440 inactivation transaminase Pseudomonas globin goat nucleotide sequence 6355 
DP glucose epimerase 10782 428 glucuronidase kidney androgen regulation 
Fluorescent Gag 8959 


label lipoprotein lipolysis 3461 protein retrovirus protease 7098 glyceraldehyde phosphate dehydrogenase 
probe actin conformation 8991 Galactoglycoprotein 2 


yeast 25! 
Fluoride purifn plasma 3221 glycerolphosphate acyltransferase Escher= 

elimination fluorohydroxybenzoate hy= Galactopyranoside ichia 9421 

droxybenzoate hydroxylase 4189 nitropheny! Escherichia membrane 4603 aye cloning Escherchia 714 
elimination fluorohydroxybenzoate hy= Galactose switching sheep 3204 

droxybenzoate hydroxylase correction binding protein crystal structure 6559 Ig structure embryo plasmacytoma 3691 

8937 chemotaxis transport Escherichia receptor major urinary protein liver 1367 

— adenylate cyclase mechanism correction 8936 map phage T5 tRNA 3164 


deriv binding liver lectin 4607 mapping mitochondria DNA Neurospora 
IgG conformation 6820 10563 











12122 


mnn mannoprotein a 7700 

N — bacteriophage lambda 1465 

nrd phage T4 deoxyribonucleotide 2747 

ompA protein signal peptide 27 

oxi2 sequence mitochondria Saccharomyc> 
es 6173 

oxi3 Saccharomyces mitochondria DNA 
11922 


oxi3 sequence Saccharomyces mitochond> 
ria 11927 

pail mutation Saccharomyces 4821 

PGK yeast cloning Escherichia 12073 

phage T4 deoxyribonucleotide formation 
1896 


polymorphism fibroin Bombyx 9451 

procollagen cloning sheep liver 3212 

product virus protein kinase 11973 

prolactin DNA nucleotide seyuence 6502 

pur DNA binding protein 9594 

recA protein crystal structure 6662 

regulation Escherichia RNA polymerase 

536 

regulation Neurospora DNA sequence 

1138 


relA Escherichia guanosine tetraphosphate 
3838 


ribosome protein sequence 4660 

RNA transcription adenovirus 251 

rpo yeast RNA polymerase B 6450 

rRNA tRNA chloroplast Euglena 10991 

structure rat prolactin 8655 

transcription factor KB cell 11986 

transcription ribosome RNA Xenopus 
7907 


transferrin organization oviduct 1442 

tRNA rRNA chloroplast Euglena 10997 

tRNA sequence mitochondria Saccharo= 
myces 9075 

——— conservation prokaryote 


32 protein function 11484 
Genetic 
code wobble codon misreading 4583 
variant phosphoglycerate kinase erythro> 
cyte 6421 
Genetics 
arom hydrocarbon ornithine decarboxylase 
6836 


cerebellum glycerophosphate dehydroge= 
nase mRNA 7589 

epoxide hydrolase liver mouse 8650 

hexokinase multiple form Drosophila 
4673 


ketoacyl synthase Escherichia 11949 
ovomucoid Japanese quail 6569 
rabbit acetyl transfer 7883 
Genome 
monkey SV40 DNA 8919 
Germination 
spore Botryodiplodia cytochrome oxidase 
7673 


spore protein C Bacillus 8413 

wheat amanitin 8529 
Gill 

hydroxyindole oxidase Mytilus 595 
Gizzard 

chicken protein sepn 1194 

myosin phosphatase 6535 

land 

salivary galactoside fucosyltransferase 

5364 


Glanzmann 
thrombasthenia antigen platelet membrane 
4320 


Glial 
growth factor pituitary 8374 
lioma 
lactate dehydrogenase cAMP 11112 
lactate dehydrogenase norepinephrine 
Globin 
DNA cloning bacteriophage sheep 3204 
gene goat nucleotide sequence 6355 
—* RNA nucleotide sequence 
28 


messenger RNA sequence 2814 
mRNA Friend erythroleukemia differenti= 
ation 8971 
mRNA sequence anemia chicken 9306 
— sequence chicken embryo 9051 
NA translation benzopyrenedihydrodiol 
epoxide 390 
Globomycin 
Escherichia membrane lipoprotein 3707 
Globulin 
mRNA liver complementary DNA 11607 
mRNA liver rm 11614 
Glomerulus 
basement membrane collagen 10451 
Glucagon 
adenylyl cyclase liver 11875 
Pase mitochondria nucleotide 1471 
calcium hepatocyte 6600 


J. Biol. Chem., Vol. 255, 1980 


dimer receptor liver 10884 
— cyclase liver 8979 
ydroxymethylglutaryl CoA reductase 
phosphorylation 8541 
mitochondria NADPH calcium 6193 
phosphatidylinositol formation liver 1938 
= methyltransferase activation 


protein kinase liver 2663 

structure activity 11725 

tryptophan oxygenase induction 7533 
Glucan 

synthetase regulation Saccharomyces 895 

synthetase Saccharomyces 888 
Glucocorticoid 

bile acid metab 11324 

lycine transport hepatoma 5708 

iver pyridoxine deficiency 3866 

mRNA induction oviduct 7796 

receptor binding kinetics 4182 

receptor inactivation mammary 3884 
Glucokinase 

acetylglucosamine kinase animal tissue 

33 


Glucoronidase 
binding membrane receptor fibroblast 
5069 


Glucose 
adipocyte deoxyglucose transport 9674 
deiodination thyroxine 49 
diffusivity hyaluronate matrix 3532 
heart keto acid dehydrogenase 9773 
hexokinase complex crystal form 7569 
insulin metab pancreatic islet 6003 
liver phosphorylation glycogen formation 

18, 


34 
metab intestine 107 
oxidase peroxidase immobilization 6883 
phosphatase inhibition liver microsome 
111 


phosphatase interaction phlorizin micro> 
some 10387 

phosphatase kinetics microsome translo= 
case 10396 

— latency liver permeability 


phosphate dehydrogenase kinetics mam= 
mary 

phosphate glycogen synthase phosphoryla> 
tion 3141 

phosphate muscle epinephrine 2301 

phosphate site hexokinase brain 7548 

phosphate translocase glycogenosis Ib 


Saccharomyces invertase subunit glycosy= 
lation 6392 
sodium transport intestine kidney 4453 
Tetrahymena intermediary metab 4198 
transport adipose insulin mechanism 
4758 


transport carrier protein se! ema nd 361 

transport erythrocyte halodinitrobenzene 
2051 

transport inhibitor erythrocyte 11870 

transport insulin receptor 327 

transport membrane antigen adipocyte 
9168 


transport membrane insulin 10382 
tritiated protein glycosylation diabetes 
6717 


Glucosephosphate 
isomerase active site histidine 9369 
Glucosidase 
beta kinetics temp 9030 
oligosaccharide processing oviduct micro> 
some 2225 
oligosaccharide substrate specificity 2255 
Glucosylceramide 
transfer protein erythrocyte liposome 
4463 


Glucuronidase 
beta multiple form kinetics 1879 
formation mannose oligosaccharide in= 
termediate 6633 
gene kidney androgen regulation 8959 
Glucuronosyl 
epimerase purifn heparin formation 3878 
Glucuronosylmannose 
collagen cuticle Nereis 5347 
collagen cuticle Nereis correction 8936 
Glucuronyltransferase 
microsome estrone transport 627 
Glutamate 
aspartate transport mitochondria ther= 
modn 2277 
cystine transport fibroblast 2372 
dehydrogenase conformation prediction 
Neurospora 8001 
dehydrogenase domain Neurospora 7993 
<—aseoee multiple form Candida 
5 


dehydrogenase peptide sequence Neuros= 
pora 7984 


KEYWORD INDEX 


dehydrogenase thermodn NADPH ADP 
2509 


histone H1 ADP ribosylation 7616 

histone H2B ADP ribosylation 7610 

liver amino acid 5270 

metab intestine 107 

metab mitochondria compartmentation 
acidosis 3403 

pyrophosphate formation glutamine 
synthetase 10663 

stimulation sodium synaptosome transport 
2411 


transport kidney membrane vesicle 7645 
7650 

transport mitochondria proline oxidn 
8711 


Glutamine 

amidotransferase inhibitor AT 125 6734 

fibronectin crosslinking collagen 1181 

metab intestine 107 

ae ae amidotrans> 
ferase iron sulfur 6007 

synthetase Bacillus thermophile 9507 

synthetase conformation methionine sul= 
foxime 581 

synthetase cyclic AMP 5490 

— ligand interaction Escherichia 


synthetase pyrophosphate glutamate for= 
mation 10663 

synthetase subunit heterogeneity Neuros= 
pora 2231 

transport liver sodium 4011 

= metab mitochondria kidney 
712 


Glutaminylhydroxybenzene 

metab tyrosinase mushroom 4766 
Glutamyl 

cyclotransferase threomethylglutamylami= 


nobutyrate aminoglutarylaminobutyrate 
10787 


transpeptidase glutathione oxidase activity 
transpeptidase leukotriene D4 formation 
8023 


transpeptidase liposome amino acid trans= 
port 4399 

transpeptidase orientation kidney mem= 
brane 

= synthetase mechanism Escherichia 
1956 


Glutamylcysteine 
synthetase interaction aminochloropenta= 
none 11732 
Glutamyltranspeptidase 
hippurate regulation 2109 
Glutathione 
disulfide regulation phosphorylase phos= 
phatase 1928 
formation kidney culture 175 
— transhydrogenase turnover liver 


metab blood plasma 9530 

oxidase activity glutamyl transpeptidase 
5011 

transferase liver binding bilirubin 4740 

= substrate propylthiouracil 


Ss 


3 
a ag yy 
b 
72 


adduct Amadori rearrangement 
8 


1 
phosphate dehydrogenase assocn erythro> 
cyte membrane 6314 
phosphate dehydrogenase gene yeast 
25: 


reactivity carbonylHb S 1406 
Glyceraldehydephosphate 
dehydrogenase NADH oxidn perhydroxy) 
874 


Glyceride 
blood platelet thrombin lipase 2259 
forming enzyme preadipocyte differentia= 
tion 7681 
Glycerol 
Escherichia vitamin B6 3042 
= acetyltransferase gene cloning 
413 


phosphate acyltransferase liver 8289 
phosphate dehydrogenase gene Escherichia 
714 


phosphate dehydrogenase isoenzyme Dro= 
sophila 4073 
phosphate dehydrogenase isoenzyme Dro= 
sophila correction 8936 
phosphate dehydrogenase kinetics Escher= 
ichia 3492 
Glycerolphosphate 
acyltransferase gene Escherichia 9421 
Glycerophosphate 
oe preadipocyte differentiation 


81 
dehydrogenase mRNA cerebellum devel= 
opment 7589 





KEYWORD INDEX 


Glycinamide 
ribonucleotide transformylase liver 1885 
Glycine 
amidinotransferase kidney 1152 
— aminomethy] carrier protein 
11671 
decarboxylase liver mitochondria 11664 
— acyltransferase kinetics liver 
52 


transport hepatoma dexamethasone 5708 
Glycoaldehyde 
Escherichia vitamin B6 3042 


ae kidney liver 10157 

Glycogen 
enzyme muscle epinephrine 2301 _ 
formation glucose phosphorylation liver 





insulin receptor antiserum 4028 

metab muscular C eagns 24 8325 

synthase kinase liver calmodulin 8054 

synthase liver development 1351 

synthase phosphorylation glucose phosp> 
hate 3141 

~~ phosphorylation protein kinase 
1 


Glycogenolytic 
sarcoplasmic reticulum complex muscle 
6245 


—— 
b wey a phosphate translocase 8381 
Glycolipid 
—" hydroxybutylphosphonate 
1521 


formation retina 1921 
Forssman formation trihexosylceramide 


oviduct 7536 
protein glycosylation Saccharomyces 
11892 


Glycollyl 
flavin adduct lactate oxidase 5688 
Glycolysis 
fatty acid fibroblast adipose 8811 
Glycolytic 
enzyme compartmentation synaptosome 
6439 


Glycopeptide 
antifreeze cooperativity cold 659 
antifreeze structure activity 663 
brain protein formation inhibitor 6368 
electrophoresis 4876 
formation lung chicken embryo 4528 
— macroglobulin alkylamine site 


Glycophorin 
A formation leukemia cell glycosidation 
216 


A oligosaccharide structure 9713 
Glycoprotein 

antifreeze cooperativity cold 659 

antifreeze NMR structure 4407 

antigen purifn neuroblastoma 11914 

avian myeloblastosis virus 1677 

bronchi fluid saccharide 4595 

carbohydrate transformed cell 8719 

cell membrane 5807 

colon mucus oligosaccharide structure 

9719 
<a ascites mammary adenocarcinoma 


DNA RNA binding Ustilago 614 
fatty acid animal virus maturation | 3334 


—- acetylgl yltr ase 





AB... AM gate oviduct 2325 

formation liver membrane 5816 

formation oligosaccharide 11782 

formation oligosaccharide lipid 10232 

formation oligosaccharide processing man= 
nosidase 4894 

formation oligosaccharide structure mam= 
mary 11221 

formation retina glycolipid 1921 

G platelet calcium 11629 

— (nace hydroxynorvaline 


histidine rich plasminogen 10214 
intestine receptor cholera toxin 2549 
isolation neurite neuroblastoma 5448 
liver membrane fibroblast insertion 


melanoma assocd antigen 5145 

membrane cell thyroid 8865 

messenger RNA prostate 7017 

oligosaccharide endoplasmic reticulum 
oviduct 3600 

—- thymocyte membrane 
107: 


precursor acid liver rat 4951 
purifn plasma oo 

retina —— SS 

sarcoplasmic reticulum 1317 


J. Biol. Chem., Vol. 255, 1980 


transport liver receptor 3830 
T200 structure 1662 


Glycosaminoglycan 


inding fibronectin fibroblast 6055 
formation chicken embryo liver 4528 
formation fibroblast cell density 10091 
formation fibroblast culture 9210 
myoblast adhesion 11564 
myoblast variant 11557 
sulfation cornea embryo 3086 
virus transformed cell 8719 


Glycosidation 


glycophorin A leukemia cell 2169 
sialoglycoprotein transport liver 4348 


Glycoside 


correction ATPase cardiac 8005 


Glycosphingolipid 


endogalactosidase Escherichia 5955 
neutral structure neutrophil 2092 


Glycosylase 


pyrimidine dimer DNA phage 12047 
uracil DNA inhibitor phage 10354 
uracil DNA leukemia myeloblast 2293 


Glycosylation 


dolichol phosphate mannose mutant 
4441 


HbA 3120 
Ig cotranslational pee 7933 
invertase subunit Saccharomyces glucose 


ovalbumin translation 9236 

protein diabetes tritiated glucose 6717 
protein glycolipid Saccharomyces 11892 
protein oviduct membrane 6713 

protein threonine hydroxynorvaline 8007 
TSH formation secretion 5715 


Glycosyltransferase 


tRNA quanine substrate 8405 


GMP 


cyclic binding protein lung 620 
cyclic pituitary LHRH 342 
cyclic protein kinase artery 3770 3777 
cyclic protein kinase immunochem 3757 
cyclic protein kinase lung 1603 
a acyclovir phosphate specificity 

4 


Goat 


oie gene nucleotide sequence 6355 
a protein kinase erythrocyte 
phosphorylation turkey erythrocyte 4864 


Goldfis 


protein retina ganglion 6486 
olgi 
app insulin uptake liver 735 


Gonadotropin 


chorionic disulfide group 8516 
chorionic subunit neoplasm 1000 
FSH LH precursor mRNA 8780 
LH receptor testis 7118 
lipoprotein binding testis 9162 
pregnant mare serum purifn 6923 
pregnant mare serum testis 6930 


Gonocosin 


Neisseria 1704 


oose 

mRNA fatty acid synthetase 9519 

ranuloc 

—- vesicle superoxide formation 
5 


purine nucleoside phos 
superoxide membrane oes” 


Granulomatous 


disease granulocyte depolarization 1874 


Green 


hemoprotein formation peroxidase 2067 


Growth 


factor epidermal — 1239 

factor glial Lesage Bho 

factor —ae Brosy carcinoma recep> 
tor 3685 

hepatocarcinoma deiodination hormone 
7347 


hormone glycine amidinotransferase kid= 
ney 1152 

hormone mRNA DNA cloning 7521 

hormone mRNA precursor nucleus 2243 

hormone protease 6064 

_— azauridine plant cell 8402 


adenyl cyclase receptor 10312 
adenylate cyclase LH 653 
adenylate cyclase org mercury 7250 
ADP ribosylation cholera toxin 1252 
biosynthesis protein inhibitor 9105 
choleragen protein ADP ribosylation 
3959 
glucagon adenylyl cyclase 11875 
glucan synthetase regulation 895 
microtubule assembly 2284 6966 10532 
protein formation mitochondria 7740 


12123 


pyrophosphate exchange enzyme virus 
11588 


RNA replication phage 11713 
RNA replication pr rotein ribosome 11713 
sensitivity adenylate cyclase proteolysis 


GTPase 
beta adrenergic receptor 6860 
elongation factor protein formation 7455 
prostaglandin adenylate cyclase 2026 
protein formation 11088 
uanidination 
protein stabilization 10828 
Guanidine 
— apolipoprotein denaturation 


Guanine 
nucleotide adenyl cyclase 10312 
— adenylate cyclase regulation 


nucleotide adenylate cyclase turkey 988 
nucleotide adrenergic — 4645 
nucleotide adrenoceptor affinity 5015 
— muscarinic cholinergic receptor 


nucleotide muscarinic receptor agonist 
9571 


nucleotide protein adenylate cyclase 949 
nucleotide protein erythrocyte maturation 
1854 


nucleotide regulation adenylate cyclase 
8259 


Guanosine 
ee activation adenylate 
cyclase 978; 
methyenetriphoephat microtubule as= 


ns Be metab Escherichia alc 6307 
polyphosphate RNA Escherichia 1830 
— formation Escherichia 


tetraphosphate protein catabolism Escher= 
ichia 1008 


tetraphosphate pyrophosphatase activation 
Escherichia 10056 
Guanylate 
é creme hepatocyte hormone 8979 
any) 
seaisedigherphate adenylate cyclase acti> 
vation +1565 


= 





Guanyly phosp 
microtubule assembly 10532 
ee ——- 


microtubule assembly 10532 
Guanylyltransferase 

messenger RNA HeLa nucleus 2829 

mRNA exchange reaction 11588 

mRNA specificity HeLa cell 2835 
“ mRNA vaccinia virus 903 


uillain 

Barre P2 antigen target 1058 
Gyrase 

DNA ATPase activity Escherichia 6299 

DNA kinetoplast decatenation 4976 

DNA site interaction ATP 2211 

phosphotyrosine linkage DNA 5560 
Haemophilus 

DNA methylase multiple form 6445 
Hageman 

factor autoactivation 7281 
Halobacterium 


phosphoprotein dephosphorylation light 
anal 5501 


pigment sodium transport 243 

sodium transport pigment light 3245 
Halodeoxyuridine 

DNA protein affinity 1380 
Halodinitrobenzene 

lucose transport erythrocyte 2051 

Haloflavin 

flavoprotein reconstitution 1393 
Hapten 

—_ conjugate prepn succinoylation 


Haptoglobin 
complex receptor liver 9616 
= complex subunit interaction 3038 


A deoxyHb S aggregation 3092 
A Greeeitiee 3120 
subunit affinity 2322 

acyl salicylate 2816 
alkyl isocyanide binding stereochem 4144 
anion binding site oxygen 5525 
ATP binding carp 445 
binding oxygen carbon monoxide 1617 
Bohr effect 9800 
carbon monoxide kinetics 3841 
Chironomus heme disorder 66 
— hydrogen exchange 10687 

1 


conformation proton zinc inositol hexa> 
phosphate 1812 





12124 


me switching sheep 3204 
fa ptoglobin complex a liver 9616 
heme protein interaction IR 3892 
iron cobalt hybrid arginine 8497 
isocyanide binding kinetics cooperativity 
4159 
om affinity rabbit 5879 
and binding diffusion 8050 
if Milwaukee Saskatoon redn 4599 
M Saskatoon Milwaukee nitric oxide 
4501 
oxidn cytochrome c mechanism 7978 
oxygen kinetics carp 9790 
ptide sequence Rana 3285 3294 
Rathschild conformation refolding *219 
Rothschild conformation refolding correc= 
tion 10013 
S aggregation Hb F 7595 
S conformation proton binding 8592 
S glyceraldehyde adduct Amadori rear= 
rangement 7218 
S reactivity glyceraldehyde 1406 
soly polyethylene glycol 8975 
subunit assocn pH 2756 
subunit binding alkyl isonitrile 4151 
subunit interaction Anguilla 7912 
subunit interaction haptoglobin complex 


Suresnes structure function 9465 

thermodn ligand binding 7855 

tritium labeling 8842 

Zurich heme magnetic susceptibility 6166 

Zurich oxygen carbon monoxide 6160 

Heart 

ATPase cation binding 7211 

ATPase kinetics delipidation 3068 

ATPase partial reaction kinetics 1497 

calcium transport protein mitochondria 
6897 6904 

calcium transport sodium membrane 
2656 


cholinergic receptor guanine nucleotide 
9571 


creatine kinase isoenzyme mitochondria 
2870 

creatine kinase kinetics mitochondria 755 

dehydrogenase ketoglutarate ketohydroxy= 
glutarate 1107 

isocitrate dehydrogenase subunit structure 
8859 


keto acid dehydrogenase activation 9773 

lecithin formation CDP choline 11423 

mitochondria aspartate aminotransferase 
sequence 6138 6144 6153 

—" cholinergic receptor regulation 


myocyte fatty acid metab 9731 9739 
phosphorylase kinase isoenzyme 11794 
protein kinase isoproterenol PGE1 5113 
protein metab development 11149 
—— dehydrogenase catecholamine 


sarcolemma membrane prepn 3605 
sarcolemma vesicle alamethicin 9971 
sodium calcium transport 6880 
tropomyosin — sequence 6854 
troponin C binding calcium 9635 
troponin calcium magnesium 11688 

Heat 
protein formation spermatid 2907 
shock protein cellfree formation 3230 
= synthetase domain interaction 


Heavy 
meromyosin binding actin 549 
HeLa 
cell deoxyribonucleoside triphosphate 
extn 6640 
cell interphase tubulin 1684 
cell microtubule assocd protein 11570 
— guenylyltransferase specificity 


cell mRNA oligouridylate polyadenylate 
10375 

cell ribonucleoprotein unlinking enzyme 
6739 


DNA polymerase mitochondria 11847 

nucleus messenger RNA guanylyltransfer= 
ase 2829 

oligonucleotide formation interferon 5031 

pentose cycle nucleic acid 5616 

a formation poliovirus 


tranaer RNA cyto poliovirus CTP 1070 
transfer RNA cytosine methyltransferase 


ag 
DNA Escherichia 9746 
III mechanism ATP 8069 

Helix 
destabilizing protein Artemia 6466 
destabilizing protein DNA 11484 
mannitol oxidase hepatopancreas 1950 


J. Biol. Chem., Vol. 255, 1980 


Hemagglutinin 
— hemolymph development 
19 


Heme 

a cytochrome oxidase subunit 11408 

catalase apoprotein formation Saccharo> 
myces 2624 

crevice cytochrome c stabilization 1689 

crevice peroxidase NMR 6646 

cytochrome c complementation 2616 

= P 450 allylisopropylacetamide 
101 

disorder Hb Chironomus 66 

Hb Zurich magnetic susceptibility 6166 

Neurospora cytochrome oxidase 11130 

nitrosyl conformation EPR 7876 

octapeptide cytochrome c cyanide 5859 

—" complex oxygenated form 


oxygenase induction liver corticosteroid 
11320 


rotein interaction Hb IR 3892 
accharomyces cytochrome apoprotein 
formation 1312 
Hemerythrin 
homol on nogy "paca phosp>= 
hate synthase 707 
Hemin 
aminolevulinate synthase translocation 
regulation 1746 


globin — erythroleukemia differentia= 


tion 8 
protein degrdn protection reticulocyte 
4563 


protein formation initiation repressor 
6270 


Hemolymph 
ee utinin Sarcophaga development 
291 


Hemolysis 
complement C4 methylamine 10025 
Hemoprotein 
binding anion model 5859 
formation Seccharomyces 2624 
green formation peroxidase 2067 
intestine mucosa 2383 
Heparan 
culfate binding hepatocyte 10407 
” = proteoglycan lung 7575 
epar' 
pr inhibition plasmin thrombin 
10081 


binding polypeptide fibronectin fibroblast 
10017 
— site antithrombin tryptophan 


binding thrombin plasmin 10073 
— glucuronosyl epimerase purifn 


formation mastocytoma microsome deace= 
tylase 922 

formation sulfotransferase specificity 
microsome 5094 

inhibition casein kinase II 8038 

— polydispersity mast cell 
1 


thrombin inactivation antithrombin disul= 
fide 3436 
Heparosan 
sulfate glucuronosyl epimerase 3878 
Hepatocarcinoma 
thyroid hormone metab 7347 
Hepatocyte 
alanine sodium transport 5236 
asialoglycoprotein receptor detn 9033 
asialoorosomucoid receptor metab 3008 
calcium hormone 6600 
cholesterol esterification regulation 9128 
“—— phosphatase latency permeability 


seme ag cyclase hormone 8979 
eparan sulfate binding 10407 
lipase secretion tissue culture 11141 
lipoprotein secretion albumin 2039 
— asialoorosomucoid receptor 
membrane lipid protein dynamics 10902 
membrane sulfate transport 2637 
mitochondria protonmotive force 1458 
Hepatoma 
adenylate cyclase desensitization 7410 
bile acid metab dexamethasone 11324 
cholera toxin substrate 7480 
DNA polymerase DNase complex 10239 
= transport dexamethasone 5708 
tone acetylation heterogeneity 9110 
indomethacin amino acid 8784 
malic enzyme pyruvate 3844 
nuclear RNA nucleotide sequence 8901 
RNA U3A nucleotide sequence 7029 
Hepatopancreas 
mannitol oxidase Helix 1950 


KEYWORD INDEX 


Heptaprenyl 
pyrophosphate synthetase Bacillus 4539 
evein 
conformation protein superfamily 2652 
Hexokinase 
brain glucose phosphate site 7548 
erythrocyte 1752 
glucose complex crystal form 7569 
multiple form Drosophila 4673 
Hexose 
— adipocyte vanadate 5306 


_ on lipoprotein apo detn 3448 
density lipoprotein a 3701 
density lipoprotein rnetab leukocyte 3763 
— lipoprotein ultracentrifugation 


bao lipoproteins 
nog 7 poproteins 
cece group protein chromosome 1090 


performance chromatog peptide 1536 
— liq chromatog peptide 
1 


—— 

glutamyltranspeptidase regulation 2109 
istamine 
— receptor crosslinking 


Histidase 
induction hormone liver 7199 
Histidine 
amino acid oxidase active site 3610 
nw isomerase active site 


imminium crosslink collagen 10414 
lactalbumin NMR 3261 
a ceruloplasmin sequence 2878 


rich glycoprotein plasmin 
RNase A tautomerism 
saccharopine dehydrogenase 5. 
yeast 937 
transport liver sodium 4011 
tophan synthase active site 512 
Histidylproline 
diketopiperazine detn brain 10290 
Histone 
acetylase purifn thymus 11448 
acetylation cell nucleus nucleosome 


. = 


acetylation hetero; is posed hepatoma 9110 


— thyroid hormone receptor 

assocn salt osmotic pressure 3629 

complex conformation salt nucleosome 
7059 


core chromatin sperm Strongylocentrotus 
10702 
—— nonamer nucleosome chroma= 


clic GMP protein kinase 1603 
istribution chromosome 1090 
fish testis Fae orca ro 2533 
H1 ADP ribosylation 7616 
Saledmesuridine DNA 1380 
Hi polyADPribosylation 816 
H1 subfraction DNA affinity 4516 
Hit testis spermatogenesis 5949 
H2B ADP ribosylation 7610 
H3 kinase thymus 11048 
interaction packing nucleus 748 
phosphorylation a 742 
radioimmunoassay 468 
ak ubiquitin complex erythropoiesis 10555 


antigen formation 9678 
antigen incorporation liposome 7820 
HMG 


protein distribution chromatin 1090 
Homarine 

formation muscle Penaeus 9549 
Homocysteine 

adenosylmethionine metab liver 10822 
Hormone 

action protein kinase 2663 

casein gene expression mammary 4430 

cell internalization dansylcadaverine 


pituitary mRNA precursor 8780 
protein metab heart newborn 11149 
regulation adenylate cyclase model 3558 
secretion pancreas calcium 4918 
sensitive lipase resoln adipose 5420 
steroid detn serum 5023 
thyroid dehydroalanine formation thyro= 
globulin 5281 
thyroid metab hepatocarcinoma 7347 
Horse 
carbonic anhydrase D sequence 9196 
Hurler 
polydystrophy pseudo fucosidase carboh= 
ydrate 955 





KEYWORD INDEX 


Hyaluronate 

binding fibroblast membrane 4544 

matrix glucose diffusivity 3532 
Hyaluronidase 

formation fibroblast chick embryo 1036 
Hybrid 

ferritin subunit assembly 6234 
Hybridoma 

protein antigen detection 4980 
Hydrocarbon 

arom ornithine decarboxylase genetics 

836 


Hydrodynamics 
=" cyclase regulatory component 


telipoortsn denaturation 5747 

rogen 

= Hb conformation 10687 10695 

ion translocation ATPase membrane 
5643 


ion transport ATPase 5735 

peroxide be ange ribulose diphosphate 
carboxylase 7870 

peroxide lipolysis insulin 10888 

peroxide mitochondria dinitrophenol 


Hydrogenation 
Butyrivibrio deoxytocopherolquinol 
11802 
octadecadienoate Butyrivibrio tocopherol= 


uinol 4447 
Medea 
acetyl CoA liver 5215 


acid Dictyostelium mannose phosphate 





—— naphthylamide specificity 

un 

epoxide liver mouse genetics 8650 

abe i mechanism liver microsome 4698 
DP _ galactoside fucosyltransferase 


3 enollactone evolution Acineto= 
bacter 6342 

ketoadipate enollactone evolution Pseudo= 
monas 6335 

Neisseria 1704 

phosphatide acyl kidney hydronephrosis 


Hydrolysis 
lipoprotein lipase fluorescence 3461 
RNase ribosome RNA polyadenylate com= 
plex 2713 
Hydronephrosis 
kidney phosphatide acyl hydrolase 20 
Hydronium 
transport ATPase sarcoplasmic reticulum 
11365 


Hydroperoxidase 
prostaglandin light emission tryptophan 
10199 


prostaglandin mechanism 323 
enh 
idonate tS gra 6253 
microsome dealkylation cytochrome P450 
a calcium pyridine nucleotide 
5 


reaction catalase 6128 
Hydroperoxyarachidonate 
tranylcypromine arachidonate release 


Hydroperoxyheptadecatrienoate 
formation thromboxane synthase 518 
Hydroperoxythromboxane 
A2 formation thromboxane synthase 518 
Hydrophobic 
domain Sere carboxyki= 
nase 
— ps endonuclease specificity 
1 


region calmodulin interaction enzyme 
11078 


Hydiophobicity 
acetylcholinesterase substrate 3898 
Hydroxyandrostadienone 
photoaffinity label protein 7769 
Hydroxybenzoate 
hydroxylase active site arginine 9319 
hydroxylase fluoride elimination fluorohy= 
droxybenzoate 4189 
hydroxylase fluoride elimination fluorohy= 
droxybenzoate correction 8937 
a oxygen reactivity deazaFAD 
4 


= reconstitution haloflavin 
1393 


Hydroxybenzylcyanide 
inactivation dopamine hydroxylase 8987 
Hydroxybutylphosphonate 
phosphatidylglycerol formation 1521 
Hydroxycholesterol 
—- protein cytoplasm 10813 
¢c set rece ed enzyme CHO 7787 
cholesterol esterification hepatocyte 9128 


J. Biol. Chem., Vol. 255, 1980 


Hydroxycinnamate 
melilotate hydroxylase kinetics mechanism 
5355 


Hydroxydeazaflavin 

NADP reductase Methanococcus 6462 
Hydroxyeicosatetraenoate 

inhibition lipoxygenase platelet 5996 

leukocyte leukotrine inhibition 10064 
Hydroxyestradiol 

binding pituitary membrane 9838 
Hydroxyindole 

oxidase Mytilus gill 595 
Hydroxyisobutyrate 

formation pathway 119 
Hydroxy 

— inactivation suicide substrate 


dopamine mechanism isotope effect 
11648 
fluoride elimination fluorohyd b 


hydroxybenzoate correction 8937 
at” jane active site arginine 





hydroxybenzoate fluoride elimination 
fluorohydroxybenzoate 4189 

hydroxybenzoate oxygen reactivity deaza> 
FAD 1420 


a reconstitution haloflavin 
139: 


melilotate hydroxycinnamate kinetics 
mechanism 5355 

phenylalanine activation site liver 10029 

phenylalanine activation substrate 4793 

phenylalanine mechanism cofactor cleav> 
age 7774 

phenylalanine multiple form phosphoryla= 
tion 2146 

steroid adrenal cortisol 4020 

steroid cytochrome P450 ‘oo 3386 

steroid specificity adrenal 248 

tryptophan activity sulthydsyl | iron 4137 

vitamin D3 liver mitochondria 5244 

ary mr lutaryl 

CoA uck liver 11023 

CoA pte oo dolichol liver 8618 | 

CoA reductase hyperch 
11942 

CoA reductase inactivator liver 9013 

CoA reductase intestine bicarbonate 
11633 

CoA reductase liver 3715 

a reductase phosphorylation glucagon 

41 

CoA reductase regulation liver 3918 

CoA reductase ubiquinone formation 
fibroblast 5894 

CoA synthase CHO hydroxycholesterol 
7787 





Hydroxymethyltransferase 

serine multiple form liver 7801 
Hydroxynorvaline 

proprolactin accumulation pituitary 7051 

protein glycos: ae threonine 8007 
Hydroxyprostag! 

dehydrogenase blood platelet 9021 

dehydrogenase brain 1779 5992 

dehydrogenase kidney 7439 
Hydroxypyrrolidone 

putrescine metab liver 4481 
Hydroxysteroid 

— oxosteroid reductase testis 

552 


Pe. - aes ee ry 11807 

lyase specificity adr 
Hydroxyvitamin 

D binding protein chicken 10925 

D3 hydroxylase kidney secosteroid 7460 

D3 parathormone kidney 11280 

D3 receptor bone 4081 

D3 receptor kidney 10160 

D3 receptor nucleus cytosol 6799 

D3 receptor pituitary 5007 
Hypercholesterolemia 

familial mannose lipoprotein receptor 

11942 

lipoprotein macrophage uptake 1839 

lipoprotein receptor fi brol last 92 
Hyperlipoproteinemia 

apolipoprotein isoprotein 1759 
Hyponitrile 

aracoccus denitrification 5027 

Hypophysectomy 

histidase induction liver 7199 
Hypothyroidism 

liver adenylate cyclase 8692 
Hypoxanthine 

phosphoribosyltransferase brain 2377 

phosphoribosyitransferase Leishmania 

909 


cell disease fucosidase carbohydrate compn 
955 


12125 


Ictalurus 
— somatostatin peptide sequence 


Ig 
pao formation ribosome 


gene — embryo plasmacytoma 


a electrophoresis 4876 
elycosy! tion cotranslational processing 


RNA _ 5291 
— phospholipid metab myeloma 


heavy chain deletion messenger RNA 
4988 


receptor structure leukemia cell 9060 


a Clq binding 2822 
ee, — Ss — 
lo) Property 584 
iphylococcus oe on: OP radio> 
frumumoassay 561 
tritium labeling 8842 
IgM 


i complex clearance carbohydrate 
tion 2360 


nai chain formation lymphocyte 11822 


um 

C3a anaphylatoxin 10758 
Imbibition 

protein formation wheat mRNA 5965 
Imido 

ATP transcription virus 5396 
Imine 

pyrid inobutyrat«. inhibition pyri= 

wae ro 79 





Niatidime crosslink collagen 10414 
Immobilization 
alk phosphatase subunit 2396 
glucose oxidase peroxidase 6883 
— 
jienzyme system 6883 
cobalamin diol dehydrase affinity chroma> 
tog 3520 
peroxidase kinetics diffusion 10764 
june 
complex clearance galactose 6820 
Immunoadsorbent 
— IgG radioimmunoassay 
1 


Immunochem 

alpha2 antiplasmin 2902 

protein kinase 3757 

— link protein 9295 
Immunoge 

prepn yo radioimmunoassay 6047 
Inanition 


amino eck transport liver 4011 
muscle leucine ketoisocaproate metab 


Indole 
=e interaction amino acid 


Indoleamine 
acetyltransferase inactivation pineal 6032 
dioxygenase mechanism intestine 1339 
dioxygenase mechanism intestine correc 
tion 8936 
Indomethacin 
amino acid hoe poe 8784 
a blood platelet 2259 
Inducer 
binding repressor operator complex 
10115 
Infection 
adenovirus cell DNA RNA 4411 


= virus DNA 9552 


C3a anaphylatoxin 10758 
inhibitor amino acid transport 8784 


Inhibitor 
—— Saccharomyces 


linking ribosome 10526 
factor phosphatase a ol 310 7918 
factor protein kinase 10954 
factor regulatory protein interaction 3826 
factor ribosome subunit assocn. 225 
factor structure eukaryote 1189 
factor subunit phosphorylation 6270 
— formation requirement reticulocyte 


sSbosone transfer RNA bey 3809 
_— Re Pp Escherichia 








12126 


Initiator ; 
RNA formation nucleotide substitution 


2062 
tRNA binding ribosome protein 7010 
tRNA nucleotide sequence chloroplast 


Inorg ; 
pyrophosphatase oxygen exchange reaction 
5320 


Inositol 
hexaphosphate carbonylHb conformation 
181 


hexaphosphate Hb thermodn 7855 
myo phosphatase regulation brain 10896 
phosphate synthase stereochem 11710 
phosphate synthetase testis 8458 
Insect 
protein kinase cyclic nucleotide 7238 
Instructions 
to Authors 1 
Insulin 
action adipocyte vanadate 5306 
activation pyruvate dehydrogenase phos> 
phatase 7540 
binding action degrdn 10052 
cAMP phosphodiesterase isoproterenol 
7850 


dehydrogenase adipose 6186 
ec formation putrescine 3308 
ment biol activity 9281 

as ae mRNA liver 11614 

Shecene transport adipose mechanism 
4758 
glucose transport membrane 10382 
guanylate cyclase liver 8979 
hydrogen peroxide lipolysis 10888 
membrane protease mediator 6529 
metab pancreatic islet glucose 6003 
muscle leucine ketoisocaproate metab 
2418 

polyribosome formation adipose 6330 
receptor antiserum liver 4028 
receptor autoregulation lymphocyte 9860 
receptor dissocn liver 9005 
receptor fibroblast diabetes 9149 
receptor glucose transport 327 
receptor liver membrane 3412 
receptor lymphocyte 7449 
receptor membrane 1722 
receptor protein adipocyte purifn 1732 
receptor purifn chromatog 12066 
receptor subunit structure 6937 
release calmodulin protein kinase 11063 
release pancreas calmodulin 4120 
release pancreas calmodulin correction 


rubidium transport adipocyte 10938 
secretion amino acid oxoisocaproate 7340 
secretion islet activating protein 9580 
tryptophan oxygenase induction 7533 
uptake liver 735 
variant diabetes 6098 
Insulinoma 
protein calmodulin 4120 
protein phosphorylation calcium 11063 
Insulinomimetic 
antibody adipocyte 9168 
Integration 
protein bacteriophage lambda 2433 
Interference 
factor protein formation RNA 7055 
Interferon 
activation oligonucleotide polymerase 
6403 


Ehrlich ascites polyadenylate synthetase 
3813 


HeLa oligonucleotide formation 5031 
induction oligoadenylate polymerase 
8390 


oligoadenylate synthetase ascites carcino= 
ma 9807 
RNA Namalva cell 2955 
Intermediate 
filament desmin smooth muscle 6981 
Intestine 
amir:otransferase vitamin B6 deficiency 
9844 


apolipoprotein formation 10048 
apolipoprotein isoprotein 8612 
calcium binding protein 5789 
calcium transport protein 10834 
cobalamin binding protein 1824 
collagen epithelial cell 835i 

enous domain Ascaris 4964 
dihydroxyvitamin D3 receptor 3571 9534 
glucose sodium transport 4453 
glutamine metab 107 
plycoprotein receptor cholera toxin 2549 

ydroxymethylglutaryl CoA reductase 
bicarbonate 11633 

indoleamine dioxygenase mechanism 


lectin chicken 4236 


J. Biol. Chem., Vol. 255, 1980 


microfilament calmodulin binding protein 
10551 


mucosa hemoprotein 2383 

mucosa sialyltransferase colchicine 6617 
neurotensin human 2476 

sucrase isomaltase active site 11332 


Intrinsic 


factor binding protein intestine 1824 


Invertase 


— RNA growth Saccharomyces 
3 


subunit glycosylation Saccharomyces 
_ glucose 6392 


Iodide 


—— microsome stomach 11682 


lIodinate 


Steins structure binding 11156 


Iodination 


galactosyltransferase inactivation lactalbu= 
min substrate 11262 


Iodoacetamide 


dexamethasone receptor complex liver 
4687 


Todolactone 


formation arachidonate thyroid 9001 


Iodosobenzoate 
m photophosphorylation uncoupling 6670 


flux mitochondria dicyclohexylcarbodiim= 
ide 408 


Tonic 


strength cytochrome c peroxidase 6224 


Ionomycin 


cation transport mitochondria 2735 


Ionophore 


A23187 protein secretion pancreas 4918 
cation transport mitochondria 2735 
erythrocyte membrane phospholipid 5201 
mitochondria potassium efflux 10299 


Hb heme protein interaction 3892 


Iron 


binding phosvitin conformation 2976 
bleomycin DNA degrdn malondialdehyde 
11832 


center ferredoxin Desulfovibrio 3242 
center ribonucleoside diphosphate reduc= 


tase 6706 
cobalt Hb hybrid arginine 8497 
cytochrome c complementation 2616 
deficiency transferrin serum 144 
liver isoferritin metab 5195 
molybdenum cofactor nitrogenase redox 
nitrosylheme conformation 7876 
phosvitin complex aggregation 2984 
protein ESR 11204 
sulfer protein electron transport 7487 
sulfur center ferredoxin Azotobacter 


1793 
sulfur cluster ferredoxin Azotobacter 
1797 


sulfur glutamine phosphoribosylpyro= 
phosphate amidotransferase 6007 
sulfur protein Thermus 345 
transferrin mRNA liver 148 
tryptophan hydroxylase activity 4137 


Ischemia 


epinephrine muscle rigor cyclocreatine 
3924 


Isobutyrate 


metab keto enol tautomerization 7763 
metal pathway 119 


Isocitrate 


eerenes labeling adenosine analog 
751 


dehydrogenase subunit structure heart 
8859 


Isocyanide 


alkyl ee. Hb stereochem 4144 

Hb binding kinetics cooperativity 4159 
Isocytochrome 

c formation yeast enzyme 7181 


Isoenzyme 


alk phosphatase kinetics muscle 4680 

aspartate aminotransferase affinity label= 
ing 9230 

carbonic anhydrase NMR cadmium 3911 

creatine kinase heart mitochondria 2870 

creatine kinase muscular dystrophy 8477 

ws cell free aldolase correction of 

Vol. 254 page 4220 318 
sabe = phosphate dehydrogenase Droso> 
ila 

Pc i kinase genetic variant 

2590 


phosphorylase kinase heart 11794 
phosphorylase kinase interaction calmodu= 
lin 11102 
Isoferritin 
metab liver 5195 
Isomaltase 
sucrase active site intestine 11332 


KEYWORD INDEX 


Isomerase 
corticosteroid side epimerase 7192 
galactose phosphate Staphylococcus 8740 
a active site histidine 


ketosteroid active site photoinactivation 
2690 


ketosteroid kinetics Pseudomonas 2685 

ketosteroid purifn Pseudomonas 2678 

muconolactone Acinetobacter Pseudomo= 
nas 

muconolactone evolution Acinetobacter 
6342 


muconolactone evolution Pseudomonas 
6335 


Isonitrile 

alkyl binding Hb subunit 4151 
Isopentenyl 

t — mevalonate fibroblast 


Isopropanolamine 
ethanolamine ammonialyase mechanism 


7444 
Isopropylmalate 
ehydrogenase yeast 7255 
Isoprotein 
a laa hyperlipoproteinemia 
1 


Isoproterenol 
adenyl cyclase nucleotide 10312 
adenylate cyclase alamethicin 9971 
— cyclase erythrocyte receptor 
1436 


adenylate cyclase receptor 10436 

cAMP phosphodiesterase insulin 7850 

magnesium transport gf 1030 

protein kinase heart 5 

pyruvate Gpceaines’ = 7604 
Isosafrole 

induced cytochrome P4650 liver 7941 
Isotope 

effect acyl CoA dehydrogenase 9093 

“a4 cytochrome P450 monooxygenase 


effect tritium monooxygenase 11648 
fractionation carbon lipid Escherichia 


Japanese 
«fue ovomucoid polymorphism 6569 
krein 
binding site kininogen 3952 
en on structure procoagulant 6433 


cell adenovirus gene transcription 251 
cell DNA transcription factor 11986 
11992 
Keratan 
a ees Escherichia 


sulfate proteoglycan chondrocyte 6077 
Keratohyalin 
— corneum protein precursor 2235 


‘aad pape fs prod activation heart 9773 
amine adduct detn protein 7218 
enol tautomerization valine metab 7763 
Ketoacyl 
acyl carrier protein synthase 11949 
acyl carrier protein synthetase 1504 
— domain fatty acid synthetase 
1131 
Ketoadipate 
enollactone hydrolase evolution Acineto= 
bacter 6342 
enollactone hydrolase evolution Pseudo= 
monas 6335 
Ketetesarpueareneanets 
dolase structure 3427 
= lutarate 
a ketohydroxyglutarate iden= 
tity 1107 
Ketohexose 
— aldolase Staphylococcus 
750 


Ketohydroxyglutarate 
dehydrogenase ketoglutarate identity 
1107 
Ketoisocaproate 
dehydrogenase adipose insulin 6186 
interaction pyruvate dehydrogenase 413 
metab muscle regulation 2418 
Ketoisovalerate 
interaction pyruvate dehydrogenase 413 
Ketosteroid 
isomerase active site photoinactivation 
2690 
isomerase kinetics Pseudomonas 2685 
isomerase purifn Pseudomonas 2678 


| 

ipoprotein formation 10048 
ATPase subunit structure 6262 
ATPase subunit triiodothyronine 2131 
basement membrane protein metab 1767 





KEYWORD INDEX 


collagen urine 9484 
sd a P450 Aroclor vitamin D3 


827 
dinydroxycholecaetero receptor nucleus 


peples bia D3 receptor 10160 
a theria toxin chloroquine 2247 
A binding protein cell location 8443 
fructose metab intolerance 8239 
ae androgen regulation 


glucose sodium transport 4453 

glutamate transport membrane vesicle 
7645 7650 

glutamyl] transpeptidase orientation mem= 
brane 7708 

glutathione formation culture 175 

a amidinotransferase 1152 

ee dehydrogenase 


ne + AA D3 hydroxylase secoster= 
oid 7460 


hydroxyvitamin D3 parathormone 11280 

membrane parathormone metab 1577 

microsome prostaglandin formation 2472 

— glutamine transport metab 

123 

parathormone receptor 10183 

phosphatide acyl hydrolase hydronephrosis 
20 


renin purifn human 3498 

sulfation chenodeoxycholate 10157 

trimethyllysine carnitine 8700 

Kinase 

acetylglucosamine glucokinase animal 
tissue 2633 

— mitochondria Neurospora 
91 


adenosine kinetics mechanism placenta 
5264 


adenosine leukemia cell 2336 
casein inhibition heparin 8038 
creatine isoenzyme heart mitochondria 


— isoenzyme muscular dystrophy 
847 


creatine kinetics mitochondria heart 755 
creatine mechanism phosphoryl] transfer 


94 
creatine specificity phosphorothioate 
8229 


creatine subunit interaction 8221 
deoxyadenosine deoxycytidine Bacillus 


8216 
equil thionucleotide 8756 
glycogen synthase liver calmodulin 8054 
GMP ae". phosphate specificity 


nioheee H3 thymus 11048 
ae ie CHO At 
7787 


myosin interaction calmodulin 11078 

myosin light chain activation 335 

peptide protein substrate specificity 4240 

= gene cloning Escherichia 
1 


phosphoglycerate isoenzyme genetic vari= 
ant 2590 

= mechanism stereochem 
1775 


phosphoglycerate Muenchen structure 
erythrocyte 6421 

phosphoglycerate muscle senescence 5043 

ee reaction equil const 

phosphoglycerate sequence erythrocyte 
human 6408 6412 

phosphorylase activation liver 3270 

phosphorylase b subunit 2203 

phosphorylase isoenzyme heart 11794 

phosphorylase i — interaction cal= 
modulin 11102 

phosphorylase stimulation calmodulin 
5036 


protein activation cAMP 3514 

protein activation lipase 5420 

icc peatland phosphatase activator 
117 


protein adrenal cortex carcinoma 3503 
protein adrenergic receptor 2943 
protein avian sarcoma virus 11973 
protein azido cAMP site 8483 

protein brajn calcium 12042 

protein calmodulin insulinoma 11063 
protein cAMP binding site 7085 
protein cAMP cGMP dependent 1164 
protein chloride transport stomach 11682 
protein cyclic GMP artery 3770 3777 
protein cyclic GMP lung 1603 

a diglyceride calcium activation 


pecene endogenous oo brain 9985 
protein erythrocyte 64! 


J. Biol. Chem., Vol. 255, 1980 


protein erythrocyte membrane 2563 
protein glycogen synthase phosphorylation 
10368 


— phosphorylation erythrocyte 


protein I domain muscle 9706 

protein immunochem 3757 

protein inhibitor liver nucleus 4589 
protein initiation factor 10954 

— initiation factor phosphorylation 


protein insect cyclic nucleotide 7238 

protein melanoma retinoic acid 5999 

protein membrane tyrosine phosphoryla= 
tion 8363 

protein phospholipid 8378 

protein phosphorylation ATPase subunit 
8370 


protein phosphorylation myosin 11067 

protein regulation mechanism NMR 4569 

protein regulatory subunit phosphorylation 
muscle 9375 

protein regulatory subunit structure 4435 

protein structure lung 7067 

— substrate chromatin polypeptide 
2391 

protein subunit cAMP 2137 

protein subunit interaction 1559 

protein synthetic substrate 2914 

protein type II subclass 8179 

protein tyrosine aminotransferase induc> 
tion 4421 

protein tyrosine phosphorylation virus 
11040 





pyridoxal inhibition pyridoxalaminobuty= 
rate imine 79 

pyridoxal interaction pyridoxine oxidase 
882 


pyridoxal interaction pyridoxyllysine 
2355 


pyruvate active site labeling 9388 

pyruvate mRNA fasting 11499 

pyruvate phosphorylation 2770 

pyruvate phosphorylation dephosphoryla= 
tion 668 

tagatose phosphate Staphylococcus 8745 

thymidine liver human 11290 

Kinetic 

mechanism detn multisubstrate enzyme 

11648 


Kinetics 
creatine kinase muscular dystrophy 8477 
Hb isocyanide binding 4159 
monooxygenase liver microsome 3817 
peroxidase immobilized diffusion 10764 
protein depolymn 
Kinetoplast 
DNA decatenation topoisomerase 4976 
DNA Trypanosoma 5141 
Kininogen 
kallikrein prekallikrein binding ~. a 
structure kallikrein procoagulant 
Kirromycin 
— mutant elongation factor 
5. 


Kluyveromyces 
ane mutant selection 5979 
leukemia erythroglycan 3266 
Labeling 
affinity adenosine bromoethylphosphate 
7517 


fetoprotein photosensitive estrogen deriv 
10359 


Lac 
promoter binding RNA polymerase 
10423 


Laccase 

copper EPR 5000 

en redn intermediate 7353 

Lactalbumin 

alpha oligosaccharide structure 1248 

charge form rat homogeneity 5834 

galactosy!transferase inactivation iodina= 

tion 11262 
galactosyltransferase interaction site 
377 


3 
NMR tyrosine tryptophan histidine 3261 
Lactamase 
beta homol alanine carboxypeptidase 
3964 


beta inactivation phenylpropynal 45 

ctate 

dehydrogenase gliome cAMP 11112 

dehydrogenase glioma norepinephrine 
2315 


oxidase flavin radical stabilization 8672 
oxidase mechanism intermediate 2796 


5688 
Lactation 
mammary casein gene expression 4430 
Lactobacillus 
dihydrofolate reductase interaction dye 


10587 
lipoteichoic acid function 4557 
ornithine decarboxylase 5960 
Lactogen 
receptor liver Golgi correction of Vol. 254 
page 12494 2628 
Lactoperoxidase 
iodolactone formation arachidonate 9001 
tubulin affinity chromatog 11677 
tubulin interaction 2514 
Lactose 


permease nitrophenyl galactopyranoside 
4603 


repressor DNA binding 10100 
repressor galactoside binding 10107 
10115 


repressor protein DNA binding 10120 

transport system reconstitution Escheric= 
hia 10583 

— gene cro termination site 11017 

nucleus envelope erythrocyte liver 10978 





Laur 
di ipolar relaxation remem 4403 
Lea 


ATPase potassium sodium binding 3935 
Leader 

peptidase Escherichia 7973 
Lecithin 


analog membrane photolabel 3319 
cholesterol acyltransferase activation 


7333 
cholesterol lysolecithin acyltransferase 
plasma 9275 
deriv acetyltransferase spleen 10256 
formation heart CDP choline 11423 
formation lung alveolus culture 5101 
formation muscle phospholipase C 10644 
interaction apolipoprotein kinetics me= 
chanism 2190 


liposome apolipoprotein A assocn 8798 
= me apolipoprotein A interaction 
791 


liposome pias tm “+ ge, sa 2183 

liposome cy tex 

‘ 8282 . 

iposome lipoprotein interaction 10167 

= mitochondria channel protein 

lung lysolecithin acyltransferase 9312 
Lectin 





agglutination membrane lipid 6766 
carbohydrate binding detn 9205 
chicken liver muscle intestine 4236 

insulin receptor chromatog 12066 
lima bean calcium binding 870 
liver galactose deriv binding 4607 
pea lymphoma mutant fucose 9900 
property Lycopersicon 2056 

Leishmania 





purine phosphoribosylt ferase 909 


Lens 
phosphatid etn embryo 1296 
transfer RNA nucleotide sequence 6020 
Leucine 
degrdn adipose fasting 8074 
enkephalin synthesis 8234 
formation aminomutase pathway 10067 
metab muscle ——- 2418 
transport fibroblast 929 
tRNA sequence Escherichia 2220 
Leukemia 
cell adenosine kinase 2366 
cell DNA formation 1305 
—— A formation glycosidation 


cell IgE receptor structure 9060 
see transfer RNA phenylalanine 375 
mettre actin 4984 
otrexate transport carbodiimide 


emanate uptake 3254 

myeloblast uracil DNA glycosylase 2293 
myelogenous cell erythroglycan 3266 
ukocyte 


adrenergic receptor 1 
arachidonate metab Rn 10223 
ae collagen om 
elastase collagen in 
se ype III po age 12006 
elastase yr yd proteolysis 8848 
high density lipoprotein metab 3763 
xyeicosatetraenoate leukotrine inhi= 
bition 10064 
leukotriene A isolation 11828 
purine nucleoside phosphorylase 6663 
Leukotriene 
A isolation ee 2" 
C5 mol structure 
D4 — Seuaneh transpeptidase 








12128 


Leukotrine 
inhibition leukocyte hydroxyeicosatetrae= 
noate 10064 
Levansucrase 
crystal structure Bacillus 12034 
Levorphanol 
ganglioside formation 129 
Leydig 
cell LH receptor 7118 


adenylate cyclase desensitization 653 
precursor mRNA 8780 
pregnant mare serum gonadotropin 6930 
receptor testosterone formation 7118 
all elense LHRH cGMP 342 


‘ogee GMP pituitary 342 
and 

inding Hb diffusion 8050 

macromol complex dissocn const 3062 
Ligandin 

iver binding bilirubin 4740 

structure subunit liver 718 

testis subunit liver 724 


iaoee 
NA purifn phage T4 813 
Light 
activated phosphodiesterase cGMP site 
1161 


emission wg oo hydroperoxidase 


yp an 10199 
retinal phosphoprotein dephosphorylation 
Halobacterium 5501 
— transport Halobacterium pigment 
4 


Lima 
bean lectin calcium binding 870 
Limulus 
endotoxin binding protein 5586 
Link 
protein proteoglycan chondrocyte 7134 
ao proteoglycan immunochem 9295 


Pveeide blood platelet thrombin 2259 
ormone sensitive resoln adipose 5420 
lipoprotein hydrolysis fluorescence 3461 
pancreas inhibition boronic acid 5064 
secretion hepatocyte tissue culture 11141 
very low density lipoprotein mechanism 


Lipid 
A formation Salmonella deoxymannooctu= 
losonate 4252 
A lipopolysaccharide Salmonella Escheric= 
hia 4257 


alkyl formation mechanism microsome 
1074 

amphipathic peptide binding 11464 

apolar reconstituted lipoprotein ESR 


bilayer acetylcholine receptor 1204 
carbon isotope fractionation Escherichia 


domain membrane 1286 

isolation atherosclerosis plaque 9753 
liposome ankyrin band 3 11965 
lipovitellin complex Artemia 6727 
liver membrane fibroblast insertion 


membrane egg Strongylocentrotus fertilic 
zation 

membrane lectin agglutination 6766 

oligosaccharide acceptor liver 11268 

oligosaccharide microsome Saccharomyces 


oligosaccharide structure mammary 
9 


peptidoglycan formation membrane en= 
zyme 2848 

protein dynamics membrane hepatocyte 
10902 


protein interaction cytochrome oxidase 
7494 


Rous sarcoma virus fibroblast 9044 

Salmonella outer membrane assembly 
4246 

virus membrane cell 7688 


Lipids 
See also Fats, Phospholipids, and Trigly> 


succinyltransferase oxoglutarate dehyd= 
rogenase AMP 5763 5769 
Lipoidal 
deriv pregnenolone adrenal 5566 
steroid metab adrenal 2487 


 ~ <0 
rogen peroxide insulin 10888 
a rotein fluorescent label 3461 
Lipophilin 
cysteine myelin 9182 
Lipopolysaccharide 
formation Salmonella deoxymannooctulo= 


J. Biol. Chem., Vol. 255, 1980 


sonate 4252 
lipid A Salmonella Escherichia 4257 
a outer membrane assembly 


Seimenslle subunit deoxycholate 1221 


Lipoprotein 


amphipathic helix 11464 

apo formation kidney intestine 10048 

apoCII conformation 8185 

apolar lipid reconstituted ESR 3330 

apolipoprotein lecithin complex 2183 

apoprotein denaturation 5747 

— interaction lecithin kinetics 
2 


apoprotein wiesphatidylcholine assocn 
877 


assembly Escherichia membrane 807 
binding fibroblast muscle 11163 
binding testis gonadotropin 9162 
cholesterogenic enzyme CHO 7787 
cholesterol ester transport liver 2934 
cholesterol transport adrenal cortex 
10875 
Escherichia membrane globomycin 3707 
Escherichia mutant structure 1160 
fibroblast polyoxyethylated cholesterol 
676 


high density apolipoprotein 3701 

high density detn apo 

high density metab “leukocyte 3763 

high density ultracentrifugation 3178 

inhibition lymphocyte nucleotide formation 
1413 


lecithin liposome interaction 10167 

lipase liver tissue culture 11141 

Epolysis fluorescent label 3461 

low density receptor ACTH 5591 

low density receptor regulation 475 

———~ uptake hypercholesterolemia 
1 

mannose receptor familial hypercholester= 
olemia 11942 

messenger RNA Escherichia 199 210 

metab fibroblast sphingomyelin 3371 

murein formation Escherichia 5384 

phospholipid assocn 8798 

phospholipid interaction 8791 

physicochem regulation fatty acid correc 
tion of Vol. 254 page 2 3 al 

receptor ee 

— fibrobl. 





t h nyper 


oe. liver ethynylestradiol 10464 

receptor lymphocyte activation 11775 

receptor purifn adrenocortex membrane 
11442 

secretion liver albumin 2039 

serum ethynylestradiol cholesterel 10547 

signal peptide sequence chicken 10060 

tetratetracontapeptide prepn surface 
property 10651 

transport liver 5475 

transport liver apolipoprotein 8303 

uptake receptor cholestyramine 10210 

variant h hyper! 1759 

very low density acs mechanism 3466 





Lipoproteins 
See 


also Apolipoproteins and Sialoglyco= 
proteins 


Liposome 


ATPase reconstitution quercetin 5504 
bilirubin photodynamic action 8192 
calcium transporter sodium 2656 

cell fusion 4992 

cerebroside transfer protein erythrocyte 


4463 
cytochrome P450 cholesterol cleavage 
8282 


Congrats tacithin interaction apolipopro= 

an 

encapsulation DNA SV40 10431 

estrone transport microsome 627 

glutamyl transpeptidase amino acid trans= 
port 4399 

HLA antigen incorporation 7820 

incorporation cytochrome oxidase 7494 

lecithin apolipoprotein A assocn 8798 

—_— apolipoprotein A interaction 


ivi opatigopeceen aaa 2183 
lipid ankyrin band 3 11965 
mitochondria electron ke 3748 
— membrane channel protein 
1 
cere ATPase electrogenicity 
1 
sphingomyelin fibroblast 3371 
structure fatty acid 1286 
— monoclonal antibody deriv 
1 


transhydrogenase proton translocation 
827 


KEYWORD INDEX 


Lipoteichoate 
inding albumi 
— epribieel | ciiapuate Sacmarais 
4 





Lipoteichoic 
acid alanine substitution function 4557 
- a hydroxybutylphosphonate 


ect formation Streptococcus 5164 
Lipovite 

comeie: compn Artemia 6727 
Lipoxygenase 

inhibition hydroxyei tet. 





ite platel= 


et 5996 
leukocyte inhibition hydroxy eicosatetrae= 
noate 10064 
Liq 
chromatog peptide 1536 
Lithium 
myoinositol phosphatase 10896 
PP nea tRNA stabilization 6954 
iver 
acetyl CoA carboxylase diet 10033 
acetyl CoA carboxylase inhibitor 441 
acetyl CoA carboxylase regulation 2308 
acetyl CoA hydrolase 5215 
“aes phosphodiesterase 
an eivcoprotein precursor rat 4951 
acyl hydrogenase 2195 
-— — dehydrogenase mechanism 


acyl CoA . synthetase seaipetion 9599 





adenosylmethionine meta methionine 
homocysteine 10822 

adenylate cyclase hypothyroidism 8692 

adenylate cyclase regulation model 3552 

— cyclase regulation nucleotide 
354 


adenylyl cyclase glucagon 11875 
adrenergic receptor nucleotide 4645 
alanine dioxovalerate aminotransferase 


alanine sodium transport 5236 

alpha ace 1 none pie wag 8589 

amino acid transport sodium 4011 

aminolevulinate synthase cytosol 1738 

aminolevulinate synthase translocation 
regulation 1746 

aminolevulinate synthetase activator mito= 
chondria 1630 

apolipoprotein E uptake clearance 1804 

apolipoprotein formation 10048 

arylamine arylhydroxamate acetyltransfer= 
ase identity 7883 

asialofetuin pin is metab cold 5971 

asialoorosomucoid receptor metab 3008 

ATPase glucagon nucleotide 1471 

bile acid formation 2925 

bile acid metab dexamethasone 11324 

butyrylcholinesterase multiple form 7155 

— so microsome mitochond= 


caliodlin glycogen synthase kinase 
— ae synthetase human 


eR synthetase regulation 
mitochondria 5051 

carboxyl esterase choline ester 7168 

carboxylesterase monomer oligomer 7161 

chicken embryo glycosaminoglycan forma= 
tion 4528 

chelesbenaial metab 3565 

coproporphyrinogen oxidase mechanism 


omnadiaiinie rage — 4722 
cytidylate specific RNase 2153 
cytochrome amino acid sequence 1536 
cytochrome P448 P450 formation 522 
cytochrome P450 microsome 304 
= P4590 pregnenolonecarbonitrile 


dexamethasone receptor complex ethylmas 
leimide 4687 

dihydrodiol dehydrogenase 9621 

Cihycectolate reductase interaction dye 


dihy ropern reductase methylenetetrahy= 
rofolate reductase 6014 
dihydroxyacetone phosphate acyltransfer= 
ase 8289 


dolichol nol hydronymethyighitary! CoA re= 


oda metallothionein copper zinc 5380 
enzyme benzyl elc 4519 

epoxide hydrolase mouse genetics 8650 
estrogen receptor Xenopus vitellogenesis 


flavokinase affinity chromatog 1335 
folate multienzyme complex purifn 1885 
folylpolyglutamate synthetase 5776 





KEYWORD INDEX 


fructose diphosphatase mouse 2481 
globulin NA insulin 11614 

glucagon dimer receptor 10884 
glucocorticoid pyridoxine deficiency 3366 
— phosphatase inhibition microsome 


1113 
glucose phosphatase latency permeability 
5907 


glucose phosphorylation glycogen forma 
tion 1834 

glutathione insulin transhydrogenase 
turnover 697 

glutathione transferase binding bilirubin 
4740 


glycine decarboxylase mitochondria 
11664 

glycine synthase decarboxylase component 
11 

glycine taurine acyltransferase kinetics 
5296 


glycogen synthase development 1351 

glycoprotein transport receptor 3830 

glycosidation sialoglycoprotein transport 
4348 


Hb haptoglobin complex receptor 9616 
heme oxygenase induction corticosteroid 


histidase induction hormone 7199 
hydroxymethylglutaryl CoA lyase duck 


11023 
hydroxymethylglutary CoA reductase 


in EN CoA reductase 
inactivator 9013 

hydroxymethylglutaryl CoA reductase 

tion 3918 

insulin binding degrdn 10052 

insulin receptor antiserum 4028 

insulin receptor dissocn 9005 

insulin uptake 735 

isoferritin metab 5195 

isosafrole induced cytochrome P450 7941 

lamin nucleus envelope 10978 

lectin chicken 4236 

lectin galactose deriv binding 4607 

ligandin structure subunit 718 

ligandin subunit testis 724 

= cholesterol ester transport 


lipoprotein lipase tissue culture 11141 
lipoprotein receptor ethynylestradiol 
10464 


lipoprotein secretion albumin 2039 

lipoprotein uptake cholestyramine 10210 

lysine transfer RNA synthetase 4362 

major urinary protein formation 1367 

membrane ee epineph= 
rine binding 585: 

membrane sBreateial fibroblast insertion 
10001 


membrane glycoprotein formation 5816 

membrane insulin receptor 1722 3412 

metab branched chain ketoacid 413 

methylglyoxal formation 2046 

microsome cytochrome P450 autoinactiva> 
tion 9017 

microsome desaturase delta9 topol 2583 

microsome epoxide hydrolase mechanism 


microsome glucosidase specificity 2255 

microsome mannosyltransferase oligosac> 
charide lipid 4170 

microsome monooxygenase kinetics 3817 

“3 protein carboxylation regulation 


microsome vitamin K carboxylase 1808 
mitochondria aflatoxin B: activation 


6575 
mitochondria calcium transport 4228 
mitochondria phosphorylation tetrapheny= 
larsonium 7631 
mitochondria protonmotive force 1458 
— tocopherolquinone metab 


mitochondria vitamin D3 hydroxylase 

mRNA fetoprotein albumin ontogeny 
10036 

mRNA pyruvate kinase fasting 11499 

nucleus estrogen binding 7265 

nucleus triiodothyronine receptor 10271 

oligosaccharide lipid acceptor 11268 

— transcarbamylase structure 

— transcarbamylase sulfhydryl 

oxo sterol metab 11122 

oxoacid metab carnitine 8394 

phenylalanine hydroxylase activation site 
10029 

phenylalanine hydroxylase multiple form 


phosphatidylinositol formation hormone 


J. Biol. Chem., Vol. 255, 1980 


1938 


phosphoenolpyruvate carboxykinase mRNA 


metab 

phosphofructokinase kinetics polyethylene 
glycol 10576 

phosphofructokinase quaternary structure 
10537 


phospholipase C lysosome 646 
phospholipid methyltransferase glucagon 
9041 


phosphomannosy] enzyme receptor 9608 
——— phosphatase specificity 
1 


a ame immobilized epinephrine 


phosphorylase kinase activation 3270 
ar iger phosphatase regulation 
GSSG 1928 


—— RNA cloning Escherichia 


porphobilincgen synthase zinc 2030 

propionyl CoA carboxylase human 60 

protein kinase glucagon 2663 

protein kinase inhibitor nucleus 4589 

— metab hydroxypyrrolidone 
4481 


receptor biotinylinsulin avidin complex 
5742 

regenerating DNA polymerase alpha 
2114 


regeneration gene expression 2855 
retinoate metab 
ribosome protein binding RNA 797 
ribosome RNA protein binding 7712 
RNase cytidylate specific 2160 
serine hydroxymethyltransferase multiple 
form 7801 
sheep procollagen gene cloning 3212 
smooth microsome cholesteryl ester 8678 
sterol carrier protein 4282 
sterol formation cycloheximide 4706 
sulfation chenodeoxycholate 10157 
thymidine kinase human 11290 
thyroxine metab starvation 49 
transferrin gene organization 1442 
transferrin mRNA estrogen 148 
ee ‘specificity 419 
transport chylomicron lipoprotein 5475 
transport IgM antigen complex 2360 
transport Uoprotein apolipoprotein R203, 
eager dehydroge= 





tRNA t nucleotidytranserae subsite spe> 
cificity 11233 1 

tryptophan pl Tn 7533 

tyrosine aminotransferase convertase 


tyrosine aminotransferase multiple form 
71 


ureagenesis amino acid 5270 
Lophius 


preprosomatostatin multiple form 11625 

iw 

density lipoprotein receptor adrenocortex 
11442 

derity lipoprotein receptor regulation 
475 


density lipoproteins 
See also Lipoproteins 


D 

serotonin receptor snail 6679 
Luciferase 

bacteria luminescence 12060 

subunit complementation Beneckea Pho> 

tobacterium 11181 

Lumazine 

protein Photobacterium 8804 
Lumbricus 

collagen oligosaccharide 5347 

collagen oligosaccharide correction 8936 
Lumiflavin 

nicotinamide oxidn Old Yellow Enzyme 


Luminescence 
none acid reductase bacteria 12060 


a ee lecithin formation culture 5101 

benzoylarginine naphthylamide hydrolase 
specificity 369 

— antigen antichymotrypsin 


8334 
cyclic GMP binding protein 620 
cyclic GMP protein kinase 1603 3757 
embryo chicken oligosaccharide sulfation 


fibroblast ae formation 5250 
Sheotiont dihydrofolate reductase gene 
4 


lecithin lysolecithin acyltransferase 9312 
phospholipid transfer protein 6011 
protein — structure 7067 
proteoglycan 7575 

uterog ate mRNA steroid 4131 


L 


Lyase 
eet CoA duck liver 


hydroxysteroid specificity adrenal 2487 
Lycopersicon 

lectin property 2056 
Lympho last 


thi. 





mine formation 7380 
terminal deoxynucleotidyltransferase 
kinetics mechanism 4 
Lymphocyte 
actin leukemia 4984 
activation lipoprotein receptor 11775 
ate ing fatty acid inhibition 10566 
i 1 phosphatase 1120 
chain formation 11822 
ieitiator NA formation 2062 
insulin receptor 7449 
insulin — autoregulation 9860 
—" ormation lipoprotein inhibition 


= reductase mutant deoxynu= 
cleoside 8308 
transsulfuration 4763 


Lymphoma 


adenylate cyclase desensitization 7410 

adenylate cyclase regulation protein 2641 

= cyclase regulatory component 

cholera toxin substrate 7480 

magnesium transport hormone 1030 

mtOStT oligosaccharide phosphorylation 
1 





tein 1662 
mutant pea pers fucose 9900 
Lysine 
chem modification cytochrome c 8245 
contg peptide stability 10828 
histone H1 ADP ribosylation 7616 
metab Neurospora 10205 
oxidase Trichoderma 976 
—— allosteric site 1492 
a interaction placenta inhibitor 
1 
saccharopine .” ~ oc pyridoxal 
phosphate 7420 
site plasminogen plasma protein 10214 
transfer RNA synthetase liver 4362 
a synthase active site 512 
Lysolecit! 
acyltransferase lung lecithin 9312 
— cholesterol acyltransferase plasma 


Léaueee 
enzyme precursor phosphorylation man= 
nose 4946 
enzyme precursor phosphorylation man= 
nose correction 
—- precursor processing fibroblast 


enzyme transport receptor liver 9608 
liver asialofetuin metab cold 5971 
phospholipase C liver 646 

e 


ysozyme — 
renaturation pathway 1905 
— stabilization denaturation 3862 


ysy! . 
oxidase peptide substrate 3656 
Lytechinus 
fertilization egg membrane fluidity 5411 


protein nitrophenyl galactopyranoside 
4603 


Macroglobulin 
choline reactive site 3820 


lamine site peptide oe 8087 
alpha complement C3 ylamine 7082 
Macromol 
ligand complex dissocn const 3062 
Macrophage 
calcium transport 5841 
pa wage _— metab disease 9344 
| ean mg 7 
— uptake hypercholesterolemia 





ouiiuioes pd aye ty acyl 4910 
— a lyadenosine diphos= 

phoribose 7 

superoxide ie NADPH 9879 

Magnesium 

actin conformation probe 8991 

activation aldehyde dehydrogenase 8206 

ATP dependent phosphoprotein phospha> 
tase 11759 11768 

ATP phenylalanyl tRNA synthetase ster= 
eochem 11301 

binding troponin 11688 

— transport mitochondria sodium 


glucagon aden lyl cyclase 11875 
interaction ATPase Electrophorus 1547 
microsome — —_—— 259 
muscle 





12130 


nucleotide myosin ATPase active site 
1598 


nucleus membrane fluidity 1716 

phosphoribosylpyrophosphate synthetase 
nucleotide 694 

potassium transport A23187 10306 

ribosome subunit assocn. 225 

thrombospondin blood platelet 11629 

transport isoproterenol PGE1 1030 

Magnetic 

susceptibility Hb Zurich heme 6166 

susceptibility iron ribonucleotide reductase 
6706 


Major 
urinary protein formation liver 1367 
Maleylation 
cytochrome c reactivity conformation 
3020 
Malic 
enzyme hepatoma pyruvate 3844 
enzyme organ cell division 3849 
Malondialdehyde 
DNA degrdn iron bleomycin 11832 
Malonyl] 
0 decarboxylase stereospecificity 686 
se 
transport Escherichia membrane protein 
8366 


transport protein label Escherichia 168 
Mambatoxin 
binding nerve muscle 526 
Mammary 
adenocarcinoma sialoglycoprotein 783 
adenocarcinoma sialoglycoprotein complex 
12051 
development lactation casein gene expres= 
sion 4430 
DNA formation osmolarity 3308 
gland aminoisobutyrate uptake 7311 
glucocorticoid receptor inactivation 3884 
glucose phosphate dehydrogenase kinetics 
2670 
glycoprotein formation oligosaccharide 
structure 11221 
oligosaccharide lipid structure 11210 
tumor estrogen receptor 8776 
tumor virus protease 7098 
Manganese 
binding lima bean lectin 870 
binding tubulin assembly microtubule 


interaction AMP nucleosidase 5795 
interaction glutamine synthetase 590 
RNA replication GTP 11713 
Mannitol 
oxidase hepatopancreas Helix 1950 
Mannolipid 
oligosaccharide protein formation 11782 
Mannoprotein 
mutant Kluyveromyces selection 5979 
Saccharomyces structure 7700 
structure Saccharomyces mutant 5986 
Mannose 
GDP glycolipid retina 1921 
GDP oligosaccharide lipid acceptor 
11268 
lipoprotein receptor familial hypercholest= 
erolemia 11942 
oligosaccharide formation animal cell 
11782 


oligosaccharide glucuronidase formation 
intermediate 6633 
oligosaccharide phosphorylation lymphoma 
0847 


phosphate acid hydrolase Dictyostelium 
11081 


phosphorylation lysosome enzyme precur> 
sor 4946 
ricin biol activity 11098 
Mannosidase 
asparagine linked oligosaccharide process= 
ing 4894 
oligosaccharide processing liver correction 
of Vol. 254 page 11655 4386 
Mannosidosis 
urine oligosaccharide 5126 
Mannosyltransferase 
liver microsome oligosaccharide lipid 


oligosaccharide lipid liver 11268 
Mapping 
2 b DNA mitochondria Saccha= 
romyces 9821 
Mast 
cell heparin proteoglycan polydispersity 
11753 


Mastovytoma 
neparosan sulfate glucuronosyl epimerase 
878 


leukotriene C5 7093 
microsome heparin formation deacetylase 


J. Biol. Chem., Vol. 255, 1980 


Maturation 
fatty acid glycoprotein animal virus 3334 
Meiosis 
“wt Xenopus calmodulin 9404 
elanoma 
Beno: antigen purifn 5145 
cyclic AMP retinoic acid 5999 
polymethylcytidylate DNA polymerase 
1015 


Melanoplus 
protein kinase 7238 
Melilotate 
a —- jiccccraaaas kinetics 
mechanism 
Melittin 
crystal structure 2578 
Membrane 
acetylcholine receptor subunit 1204 
adenylate cyclase hybridization trypsin 


adrenocortex lipoprotein receptor purifn 
11442 


antigen adipocyte isolation 9168 
por. igen platelet 4320 
ae (aaa reutilization 
8 


ATPase esas ion translocation 5643 
ATPase inhibition yeast 5735 
basement collagen glomerulus 10451 
t kidne: protein metab 1767 
bilirubin photodynamic action 8192 
calcium proton transport Azotobacter 
10140 





calcium transport sodium heart 2656 

cell glycoprotein 5807 

cell myeloma phospholipid metab 3075 

channel protein mitochondria liposome 
1771 

cholesterol vesicular stomatitis virus 
5802 


cytochrome oxidase mol rotation 5508 

cytochrome spin oleate 1867 

depolarization granulocyte superoxide 
74 


18 
dissocn ATP diphosphoglycerate erythro= 
Cc 9955 

eee. mg Strongylocentrotus fertilization 


erythrocyte adenylate cyclase ies 988 

erythrocyte ankyrin band 3 11965 

erythrocyte assocn glyceraldehyde phosp= 
hate dehydrogenase 6314 

erythrocyte binding spectrin 8082 

erythrocyte cholesterol 9331 

ezythrocyte incorporation ATPase muscle 
4992 


erythrocyte phospholipid 5201 

erythrocyte protein aspartate methylation 
11640 

erythrocyte protein assocn spectrin 7034 

erythrocyte protein methylation 338 

erythrocyte spectrin phosphorylation 
1259 


erythrocyte spectrin subunit 2990 

Escherichia lipoprotein assembly 807 

Escherichia nitrophenyl galactopyranoside 
03 


Escherichia phage T1 infection 534 

fibroblast hyaluronate binding 4544 

fibroblast phospholipid exchange vesicle 
4 


fluidity benzyl alc enzyme 4519 

formation Tetrahymena protein 296 
glucose transport insulin 10382 

— transpeptidase orientation kidney 


glycoprotein cell thyroid 8865 
= liver fibroblast insertion 
10001 


ys lymphoma 1662 

glye oprotein transformed cell 8719 
Pase prostaglandin 2026 

—" asialoorosomucoid receptor 
111 

insulin receptor 1722 

insulin receptor liver 9005 

insulin uptake liver 735 

interaction ATPase subunit 860 

kidney parathormone metab 1577 

lipid fibroblast virus 9044 

lipid lectin agglutination 6766 

lipid protein dynamics hepatocyte 10902 

lipid virus cell 77688 

lipoprotein Escherichia globomycin 3707 

liver dihydroergocryptine epinephrine 
binding 5853 

liver glycoprotein formation 5816 

liver insulin receptor 3412 

macrophage paospheligl acyl 4910 

—_ glucose phosphatase phlorizin 


a metalloproteinase pancreas 
2227 


KEYWORD INDEX 


mitochondria interaction cytochrome c 
9653 


nucleus fluidity protein 1716 
— a _— phosphatase AT= 


outer on Se monella lipid 4246 
outer protein herichia plasmid 8955 
oviduct protein siyconviation 6713 
pepeaeiean formation enzyme lipid 


84 
phospholipid Dictyostelium development 
8489 


—— acid Escherichia enzyme 
phosphotransferase sidedness Escherichia 
7. 


photolabel lecithin analog 3319 
pituitary hydroxyestradiol binding 9838 
platelet serotonin transporter sepn 8606 
polarization pituitary y TRH 180 1801 
potential mitochondria calcium transport 


8663 
potential mitochondria reducing equiv 
2277 


protease insulin mediator 6529 

protein assembly Escherichia 802 

protein Escherichia maltose transport 
8366 


protein kinase erythrocyte 2563 
protein kinase tyrosine phosphorylation 


receptor fibroblast binding glucoronidase 
5069 


sarcolemma heart prepn 3605 

segment cytochrome b5 sequence 1536 

somatotropin receptor Golgi correction of 
Vol. 254 page 12494 2628 

structure fatty acid 1286 

sulfate transport hepatocyte 2637 

thymocyte acid oligosaccharide 10793 

thyroid Clostridium toxin interaction 


6071 
thyroid TSH rece peed 8121 
vesicle amino acid transport 764 
vesicle glutamate transport kidney 7645 


Mercaptoethanol 
dihydrofolate reductase adduct 1978 
— reductase adduct correction 


Mercurial 

inactivation cytochrome oxidase 454 

reagent steroid receptor dissocn 8035 
Mercuriestradiol 

estrogen receptor 1358 
Mercurinitrophenol 

modification sulfhydryl ornithine transcar= 

bamylase 7296 

Mercury 

org adenylate cyclase GTP 7250 
Meromyosin 

actin interaction 4355 

diffusion actin ATP electrolyte 7106 
ret binding actin 549 

ersal: 

proces) receptor dissocn 8035 
Mesenchyme 

proteoglycan embryo 9870 
Messenger 

~~ sigs precursor translation 

4 


RNA capping enzyme complex 90: 

RNA collagen com aoa | DNA 2612 
RNA diet carbohydrate 11499 

RNA dihydrofolate reductase overprodn 


319 
RNA globin nucleotide sequence 2807 
RNA glycoprotein prostate 7017 
—— HeLa nucleus 
RNA ylyltransferase specificity 2835 
RNA e A heavy chain deletion 4988 
RNA initiation site synthesis 3809 
_— ow growth Saccharomyces 


RNA lipoprotein Escherichia 199 210 
RNA liver regeneration 2855 
RNA nerve differentiation 3871 
RNA polyadenylate deficient purifn 2740 
A precursor nucleus 2 
RNA ee ae poco 2085 
RNA prolactin purifn 854 
RNA sequence globin 2814 
RNA transcription phage fl 2554 
RNA transferrin estrogen 148 
RNA translation heat shock 3230 
RNA uteroglobin steroid 4131 
RNA virus methylation 5924 
Metab 
keto enol valine 7763 
Metabolite 
PGF2 alpha urine 6106 





KEYWORD INDEX 


Metal 
blood coagulation factor IX activation 
30 


electronic effect myoglobin conformation 
4035 
ion interaction prothrombin fragment 


nucleotide onan tRNA synthetase 
stereochem 11 
Metalloflavin ; 
complex structure electronic properties 
3472 


Metalloproteinase 

pancreas microsome membrane 2227 
Metallothionein 

copper zinc liver embryo 5380 
Metapyrocatechase 

pyrogallol cleavage 8465 
Methanobacterium 

methyl coenzyme M reductase 1891 

8388 


Methanococcus 
formate NADP oxidoreductase reconstitu= 
tion 1049 
= reductase hydroxydeazaflavin 


NADP reductase stereochem 9025 
Methasquin 
fibroblast dihydrofolate reductase gene 
7024 


MetHb 
redn FMNH 11694 
Methionine 
adenosylmethionine metab liver 10822 
enkephalin synthesis 8234 
ligation cytochrome c folding 8914 
sulfoxime glutamine synthetase conforma= 
tion 581 
—" interaction glutamine synthetase 
5 


Methionyl 

tRNA deacylase protein formation 7261 

tRNA synthetase NMR 8164 
Methionylphenylalanine 

arachidonate metab leukocyte 10223 
Methotrexate 

cytotoxicity deoxyuridine phosphate 

10630 


= dihydrofolate reductase fibroblast 
702 


transport leukemia carbodiimide 4829 
uptake leukemia 3254 
Methyl 
coenzyme M reductase Methanobacterium 
1891 8388 
Methylamine 
— C3 alpha macroglobulin 
708; 


complement C4 hemolysis 10025 
Methylase 

DNA multiple form Haemophilus 6445 

DNA specificity Escherichia 11526 

Methylation 

cytochrome c Saccharomyces 4468 

messenger RNA virus 5924 

nucleic acid cordycepin 7380 

nucleotide kinase polymerase activation 


403 
protein aspartate erythrocyte membrane 
11640 


protein erythrocyte membrane 338 

reductive protein tritium labeling 8842 

ribosome protein L11 8706 
Methylcytosine 

detn DNA eukaryote virus 7544 
Methylenetetrahydrofolate 

reductase liver dihydropterin reductase 


thetase yeast mutant 2569 
tRNA uracil methyltransferase Streptococ= 
cus 4387 
Methylglucose 
transport CHO cAMP 8103 
Methylglyoxal 
formation liver 2046 
Methylguanine 
methyl transfer Escherichia 10569 
Methylhydroxylase 
cresol prosthetic group structure 6553 
Methylisoalloxazine 
ruthenium complex structure 3472 
Methylmalonyl 
CoA carboxyltransferase biotination 7397 
CoA enzyme stereospecificity 686 
CoA mutase placenta 2708 
Methylphentermine 
demethylation monooxygenase isotope 
effect 6049 
Methylsterol 
oxidn microsome 10624 
Methyltetrahydrofolate 
conformation NMR correction of Vol. 254 
page 10881 2226 


J. Biol. Chem., Vol. 255, 1980 


Methyltransferase 
calmodulin lysine brain 8894 
catechol mechanism stereochem 9124 
mRNA vaccinia virus 903 
phospholipid activation glucagon 9041 
transfer RNA cytosine HeLa 4636 
tRNA uracil Streptococcus re 
rahydrofolate 4387 
tRNA uridine Escherichia 8296 
Mevalonate 
isopentenyl tRNA formation fibroblast 
6546 


kinase CHO hydroxycholesterol 7787 

smooth muscle cell division 5134 
Mevalonolactone 

cholesterol esterification hepatocyte 9128 
Micelle 

apolipoprotein lecithin complex 2183 
Micrococcal 

—— oligothymidylate interaction 

965 


Micrococcus 
endonuclease pyrimidine dimer exchange 
12047 


Microfilament 
intestine calmodulin binding protein 
10551 
Microglobulin 
HLA antigen formation 9678 
Microorganism 
— peptidoglycan 
115 


Microsome 

alkyl lipid formation mechanism 1074 

calcium cytoplasm liver 9009 

chitobiosyl lipid orientation correction of 
Vol. 254 page 9237 318 

chloride transport stomach 11682 

cholesterol acyltransferase 9098 

cholesterol sterol formation 4282 

cytochrome P450 adrenal cortex 3386 

cytochrome P450 liver 304 

dealkylation cytochrome P450 hydroperox= 
ide 9685 

dhurrin formation sorghum 3049 

estrone transport liposome 627 

fatty acid cytochrome spin 1867 

fatty acid elongation cytochrome b5 
11357 

glucose phosphatase inhibition liver 1113 

glucose phosphatase kinetics translocase 
10396 

glucosidase specificity liver 2255 

glycoprotein oligosaccharide orientation 
3600 


heparin formation sulfotransferase specif= 
icity 5094 

liver cytochrome P450 autoinactivation 
9017 


liver desaturase delta9 topol 2583 

liver epoxide hydrolase mechanism 4698 

liver mannosyltransferase oligosaccharide 
lipid 4170 

liver monooxygenase kinetics 3817 

liver protein carboxylation — 349 

liver vitamin K carboxylase 

ye heparin niin deacety= 
ase 

membrane glucose phosphatase phlorizin 
10387 

membrane metalloproteinase pancreas 
2227 


methylsterol oxidn 10624 

oligosaccharide lipid Saccharomyces 
10232 

oviduct glucosidase oligosaccharide pro= 
cessing 2325 

prostaglandin formation kidney 2472 

protein phosphorylation magnesium 259 

smooth cholesteryl ester liver 8678 

spleen alkylacetylglycerophosphocholine 
formation 10256 

squalene epoxidn transfer protein 8042 

uterus estrogen receptor 10266 

Microtubule 

assembly GDP GTP 2284 

assembly GTP guanylylimidophosphate 
guanylylmethylenediphosphate 10532 

assembly guanosine methylenetriphosphate 
6966 


assocd protein cell HeLa 11570 
assocd protein phosphorylation 9985 
assocd protein tubulin polymer 8952 
ATPase brain 486 

depolymn calcium 11853 

depolymn mechanism 8560 

HeLa cel! mitosis 1684 

manganese binding tubulin assembly 


54 
protein tubulin colchicine complex 9138 
thyroid brain characterization 3186 
tubulin flux incorporation brain 9891 


12131 


Microvillus 
calmodulin binding protein intestine 
10551 


Mitochondria 
acetylglutamate kinase Neurospora 9189 
adrenal cholesterol transport 8144 
aflatoxin Bi activation liver 6575 
aminolevulinate synthase translocation 
cytosol 1746 
aminolevulinate synthetase activator liver 


1630 
aspartate aminotransferase sequence heart 
6138 6144 6153 

ATPase glucagon nucleotide 1471 

ATPase interaction phospholipid 10040 

ATPase phosphate transfer stereochem 


ATPase subunit stoichiometry yeast 5461 
calcium cytoplasm liver 9009 

calcium hormone 

— pyridine nucleotide hydroperoxide 


calcium retention pyridine nucleotide 
6193 


calcium transport liver 4228 
calcium transport magnesium sodium 


6556 
calcium transport protein heart 6897 
6904 


calcium transport pyridine nucleotide 
10348 


carbamyl! phosphate ornithine 10248 
— phosphate synthetase kinetics 


carbamylphosphate synthetase regulation 
liver 5051 

carnitine transport translocase 2994 

cation transport ionomycin 2735 

creatine kinase isoenzyme heart 2870 

creatine kinase kinetics heart 755 

cytochrome b DNA mapping Saccharo> 
myces 9821 

cytochrome c arrangement 6212 

cytochrome c synthetase yeast 7181 

— electron transport adrenodoxin 


cytochrome oxidase formation Botryodi= 
plodia 7673 

cytochrome oxidase mol rotation 5508 

cytochrome P450 corpus luteum 2606 

cytochrome P450 intestine 2383 

DNA cytochrome b gene Saccharomyces 


9828 

DNA gene mapping Neurospora 10563 
DNA gene oxi3 Saccharomyces 11922 
DNA polymerase HeLa 11847 
DNA transcription map 11599 
electron transport proton extrusion 

10721 
energized state respiration ATP 5674 
energy coupling proton transport 5224 
gene oxi2 sequence Saccharomyces 6173 
gene oxi3 sequence Saccharomyces 11927 
glutamate metab compartmentation acido= 

sis 3403 
glutamate transport proline oxidn 8711 
glutamine transport metab kidney 7123 
glycine decarboxylase liver 11664 
—_ synthase decarboxylase component 

11671 
ion flux dicyclohexylcarbodiimide 408 
liposome electron transfer 3748 
— tetraphenylar 

1 





liver tocopherolquinone metab 7095 
malic enzyme cell division 3849 
mannitol oxidase mollusk 1950 
membrane channel protein liposome 

1771 
membrane interaction cytochrome c 9653 
— potential calcium transport 


phosphate transport protein 8170 

polysome protein yeast 9918 

potassium efflux ionophore 10299 

—" transport cation depletion 
0 


r vtein formation yeast 7740 

protonmotive force hepatocyte 1458 

reducing equiv transport thermodn 2277 

respiration neoplasm calcium 2457 

serine hydroxymethyltransferase liver 
7801 


superoxide dismutase dinitrophenol 1054 
transhydrogenation mechanism 9526 
transhydrogenation NADP analog 9647 
transhydrogenation pH 9641 

transport potassium proton 11273 

tRNA gene sequence Saccharomyces 


vitamin D3 hydroxylase liver 5244 
yeast protein transport 9925 





12132 


Mitogenesis 

fibroblast binding thrombin 6609 
Mitosis 

microtubule HeLa cell 1684 

ixed 

function oxidase sterol metab 10624 
Model 


e: 
adenylate cyclase receptor regulation 
3558 


allosteric enzyme regulation 3552 
aspartate transcarbamoylase assembly 
1971 
cytochrome peroxidase substrate complex 
10322 
hemoprotein anion binding 5859 
simulation adrenergic receptor 7108 
Moessbauer 
desulforedoxin Desulfovibrio 2493 
ferredoxin Desulfovibrio 3242 
Mol 
cloning DNA phage lambda 8928 
cloning DNA sequence chicken 4843 
cloning liver RNA Escherichia 7665 
— cytochrome oxidase mitochondria 
550: 
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wt adenylate cyclase thyroid 6918 
Mollusk 
mannitol oxidase mitochondria 1950 
nerve opiate binding site 9218 
Molybdate : se 
estrogen receptor complex 60: 
selbmen . . 
cofactor structure molybdoenzyme 1783 
iron cofactor nitrogenase redox 353 
Molybdoenzyme 
inactivation cyanide mechanism 2694 
molybdenum cofactor structure 1783 
Molybdoferredoxin 
cofactor redox 353 
Monensin 
proteoglycan sulfation chondrocyte 6036 
Monkey 
genome SV40 DNA 8919 
Monoamine 
oxidase suicide inhibition phenylcyclopro= 
pylamine 2700 
Monoclonal 
antibody antigen determinant myoglobin 
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antibody fatty acid liposome binding 
8015 


Monoglyceride 
lipase purifn adipose tissue 5420 
Mononucleotides 
See also Nucleotides 
Monooxygenase 
aflatoxin B: activation mitochondria 
6575 
cytochrome P450 isotope effect 6049 
kinetics liver microsome 3817 
tritium isotope effect 11648 
tyrosine catecholamine formation pheo> 
chromocytoma 6539 
Morphine 
ganglioside formation 129 
Mouse 
epoxide hydrolase liver genetics 8650 
terminal deoxynucleotidyltransferase 
formation 791 
mRNA 
antifreeze protein Pseudopleuronectes 
8729 


catalase Saccharomyces aminolevulinate 
8019 


cytochrome c yeast 8623 

dihydrofolate reductase fibroblast metho= 
trexate 7024 

fatty acid synthetase goose 9519 

fetoprotein albumin ontogeny 10036 

fetoprotein nucleotide sequence 8046 
8994 

globin Friend erythroleukemia differentia= 
tion 8971 

globin sequence anemia chicken 9306 

eee) emery DNA liver 


globulin liver insulin 11614 

glucocorticoid induction oviduct 7796 

glycerophosphate dehydrogenase cerebel=: 
lum development 7589 

growth hormone DNA cloning 7521 

guanylyltransferase exchange reaction 


lactate dehydrogenase glioma cAMP 
11112 


oligonucleotide mapping adenovirus 6780 
vs polyadenylate HeLa cell 
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phosphoenolpyruvate carboxykinase metab 
liver 8509 

precursor LH FSH gonadotropin 8780 

preprolactin pituitary embryo 5871 

prolactin pituitary dopamine 8092 
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prostate androgen cloning 6996 
translation ATPase calsequestrin forma= 
tion 11839 
translation yeast 8761 
UDP apiose synthase plant 10752 
Mucin 
acetylglucosaminyltransferase submaxillary 
— 11247 11253 
Mucolipidosis 
fucosidase carbohydrate compn 955 
Muconolactone 
ae Acinetobacter Pseudomonas 
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isomerase evolution Acinetobacter 6342 
isomerase evolution Pseudomonas 6335 
Mucosa 
intestine hemoprotein 2383 
Mucus 
colon glycoprotein oligosaccharide struc> 
ture 9719 
Multienzyme 
— deoxyribonucleotide formation 
phage 7583 
complex folate purifn liver 1885 
complex functional unit detn 6826 
Multiplication 
stimulating protein fibrosarcoma 9177 


urein 

lipoprotein formation Escherichia 5384 
urine 

mammary tumor virus protease 7098 
melanoma assocd antigen purifn 5145 

Muscarinic 
— agonist competition receptor 
264! 


cholinergic receptor regulation heart 820 

receptor agonist guanine nucleotide 9571 

receptor parotid development 4619 
Muscle 

acetylcholine receptor cyclic AMP 1235 

acetylcholine receptor subunit structure 


actin artery myosin binding 10771 

acyl phosphatase sequence 6868 

adrenergic receptor embryo 7782 

alk say seemed isoenzyme kinetics 4680 

ATPase incorporation erythrocyte mem= 
brane 4992 

ATPase inhibitor calcium 267 

ATPase partial reaction kinetics 1497 

calcium binding protein formation 1327 

contraction myosin phosphorylation 9993 

debranching enzyme inhibition 8451 

embryo protein degrdn culture 5826 

glycogen enzyme epinephrine 2301 

omarine formation Penaeus 9549 

lecithin formation phospholipase C 10644 

lectin chicken 4236 

leucine ketoisocaproate metab regulation 
2418 

lipoprotein binding 11163 

magnesium NMR 3987 

mambatoxin binding 526 

phosphoglycerate kinase senescence 5043 

phosphoprotein phosphatase 11759 

phosphoprotein phosphatase activator 
11768 

phosphorylase kinase isoenzyme calmodu= 
lin 11102 

protein kinase I domain 9706 

protein kinase regulatory subunit phos= 
phorylation 9375 

protein purifn 1194 

relaxation ether mechanism 6525 

— cyclocreatine ischemia epinephrine 
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sarcoplasmic reticulum calcium transport 
9156 


sarcoplasmic reticulum glycogenolytic 
complex 6245 

skeletal smooth actinin purifn 5429 

smooth cell division mevalonate 5134 

smooth desmin intermediate filament 
6981 

smooth myosin phosphatase 6535 

smooth myosin phosphorylation dephos= 
phorylation 6238 

— aes phosphorylation kinase 
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transverse tubule calcium transport 6290 
Muscular 
dystrophy amino acid cGMP 8325 
dystrophy creatine kinase isoenzyme 
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dystrophy protein metab muscle 8315 
Mushroom 


tyrosinase glutaminylhydroxybenzene 
b 4766 
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formyltetrahydrofolate synthetase yeast 
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lymphoma pea lectin fucose 9900 
purine nucleoside phosphorylase erythro= 
cyte 5605 
temp vesicular stomatitis virus 9249 
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chorismate deoxyarabinoheptulosonate 
phosphate synthase 2077 
methylmalonyl CoA placenta 2708 
Mutation 
poe Ehlers Danlos syndrome 
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Mycobacterium 

fatty acid 182 

lactate oxidase mechanism 2796 
Myelin 

ae ee fibroblast growth factor 


lipophilin cysteine 9182 

P2 pretein peptide sequence 1058 
Myeloblast 

leukemia uracil DNA glycosylase 2293 
Myelogenous 

leukemia cell erythroglycan 3266 
Myeloma 

Ig RNA 5291 

‘A heavy chain deletion coding 4988 

phospholipid metab cell membrane 3075 
Myoblast 

adhesion glycosaminoglycan 11564 

cAMP phosphodiesterase regulation 2962 

variant collagen glycosaminoglycan 11557 


Myocyte 
heart fatty acid metab 9731 9739 
sarcolemma prepn 3605 
Myoglobin 
antigen determinant monoclonal antibody 
11188 
conformation metal electronic effect 4035 
nitrosylheme conformer 7876 
nitrosylmet coordination ESR 2239 
peptide sequence Thunnus 10916 
Myoinositol 
auxotroph phosphatidylinositol phosphati= 
dylglycerol 4474 
phosphatase regulation brain 19896 
Myosin 
active site oxygen exchange 11344 
actomyosin oxygen exchange ATPase 
correction 10013 
artery muscle actin binding 10771 
ey actin interaction proteolysis 
4 
— activation actin Acanthamoeba 
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a active site magnesium nucleotide 
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ATPase inactivation cobaltphenATP 
mechanism 7552 
ATPase mechanism stereochem 8629 
ATPase oxygen exchange 4094 
ATPase sulthydry! function 8385 
kinase interaction calmodulin 11078 
light chain kinase activation 335 
minifilament actomyosin ATPase kinetics 
9541 
phosphatase smooth muscle 6535 
phosphorylated modification ATPase 
actomyosin 8836 
phosphorylation muscle contraction 9993 
phosphorylation protein kinase 11067 
smooth muscle phosphorylation dephos= 
phorylation 6238 
subfragment actin complex dissocn 543 
subfragment crosslinking nucleotide 
11135 
Myotropic 
protein nerve sciatin 8967 
Mytilus 
hydroxyindole oxidase gill 595 
Myxococcus 
as S crystal structure 3713 


binding diphtheria toxin 12020 
diphtheria toxin 12011 
—* site diphtheria toxin 12016 
NADH 
binding alc dehydrogenase subzero temp 
3248 
cytochrome b5 reductase erythrocyte 
FAD 2454 
cytochrome b5 reductase Hb 4599 
cytochrome o reductase Vitreoscilla 1478 
oxidn perhydroxyl glyceraldehydephosp= 
hate dehydrogenase 874 
superoxide formation granulocyte 6584 
NADP 
analog transhydrogenation mitochondria 
= analog ubiquinone reductase 
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coccus 6462 

reductase Methanococcus deazaflavin 
1049 

reductase stereochem Methanococcus 
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NADPH 
—_ P450 reductase bile acid 


Pe fatty acid synthetase 11313 
flavin reductase Hb 4599 

flavin reductase metHb redn 11694 
— dehydrogenase thermodn ADP 


macrophage superoxide formation 9879 

mitochondria calcium retention 6193 
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flagella heat shock protein 2629 
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tate cholinergic receptor 10144 
Namalva 
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hydrolase 1704 
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AiPax beta subunit phosphorylation 
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— — aminoisobutyrate uptake 


pe atti ADP calcium 2457 
jum potassium transport 5504 
‘ene 
cuticle collagen oligosaccharide 5347 
on oligosaccharide correction 


cuticle collagen proteolysis 3596 

Nerve 
acetylcholine formation acetyl CoA 11091 
differentiation messenger RNA 3871 
growth factor esterase activity 5170 
growth factor protein phosphorylation 


growth factor receptor 11284 

growth factor sequestration 9338 

growth factor structure activity 2949 

mambatoxin binding 526 

mollusk opiate binding site 9218 

myotropic protein sciatin 8967 

protein formation transport regeneration 
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Neurite pe : 
neuroblastoma glycoprotein isolation 
5448 


Neuritis 
P2 antigen target 1058 
Neuroblastoma 
antigen glycoprotein purifn 11914 
neurite glycoprotein isolation 5448 
tubulin detn 10744 
Neuroglia 
protein $100 formation regulation 1515 
Neurospora 
cytochrome oxidase heme 11130 
DNA sequence = regulation 1138 
glutamate dehydrogenase conformation 
prediction 8001 
glutamate dehydrogenase domain 7993 


glutamate dehydrogenase peptide sequence 


mitochondria DNA gene mapping 10563 
— reductase formation induction 
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Neurosporene 
Rh ee carotenoid formation 
427 


Neurotensin 

intestine human 2476 
Neurotoxin 

conformation protein superfamily 2652 

eutr: 

amino acid transport fibroblast 929 

proteinase zinc pancreas microsome 2227 
Neutrophil 

arachidonate acylation deacylation phos= 

phatidate 10966 

formyl peptide receptor label 7063 

— glycosphingolipid structure 2092 
. — erythrocyte cytolysis 9912 

me 

oasiaie metab heart hormone 11149 
Newcastle 

virus interferon RNA 2955 
Nicotinamide 

adenine dinucleotide 

See NAD 


7984 
glutamine synthetase subunit heterogenei= 
ty 2231 

lysine metab 10205 

— acetylglutamate kinase 
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oxidn lumiflavin Old Yellow Enzyme 
7362 


Nicotinic 

receptor brain disulfide sulhydryl 5573 
Nitrate 

— formation induction Neurospora 


ve molybdenum cofactor structure 
1783 


reductase phys property Chlorella correc= 
tion of 254 page 11703 1758 

Nitration 
- aspartate transcarbamylase tyrosine 602 

itric 

oxide Hb M een Milwaukee 4501 
Nitrodeoxyuridylate 

thymidylate synthetase inhibition 5538 
Nitrogen 

metab Paracoccus 5027 

oxide cytochrome oxidase complex 8437 
Nitrogenase 

electron donor ferredoxin 4213 

iron molybdenum cofactor redox 353 
Nitrophenyl 

ae Escherichia membrane 
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Nitrophenylphosphatase 

calcium transport intestine 10834 
Nitrophenyltriazene 

— receptor label 9936 
Nitros 

tale HB diffusion 8050 

heme conformation EPR 7876 
NitrosylHb 

conformation 4501 
Nitrosylheme 

conformation iron copper conformer 7876 
Nitrosylmetmyoglobin 

coordination ESR 2239 
Nitrous 

ow reductase detn kinetics 704 


antifreeze glycoprotein structure 4407 
cadmium carbonic anhydrase isoenzyme 


carbon 13 peptide joa go 2036 
deuterium phospholipid fluorine 11652 
Hb Chironomus 66 


— tyrosine tryptophan histidine 
1 


magnesium muscle 3987 
methionyl tRNA synthetase 8164 
peroxidase heme crevice 6646 
phosphoribosylpyrophosphate synthetase 
substrate conformation 10931 
— kinase regulation mechanism 
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RNase A histidine tautomerism 6200 
thiophosphate enantiomer analysis 1775 
Nonamer 


histone crosslinked nucleosome chromatin 
4511 


Nonanone 
binding albumin cooperativity 8503 
Nonhistone 
protein brain development 11504 
— chromosome gene expression 


Norepinephrine 

calcium hepatocyte 6600 

lactate dehydrogenase glioma 2315 
Norethisterone 

cytochrome P450 inactivation 5578 
Nostoc 
‘ caren phycobilisomes 9380 

ovik 

ron RNA U8A 7029 
Nuclear 

coding Euglena chloroplast gene 6018 

magnetic resonance 

see NMR 

RNA nucleotide sequence hepatoma 8901 
Nuclease 

beta Ustilago 9117 

—" oligothymidylate interaction 


nucleus erythrocyte chicken 10542 

staphylococcal fragment condensation 
trypsin 4903 

Nucleic 

acid binding protein Artemia 6466 6473 

acid HeLa pentose cycle 5616 

_ methylation cordycepin 7380 

acias 

See also DNA, Messenger RNA, Poly= 
Gases acid), RNA, and Transfer 


Nucleeidase 
AMP binding site Azotobacter 8210 
AMP Escherichia 10867 
AMP manganese ATP interaction 5795 
Nucleoside 
analog metab 7807 
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phosphorylase mutant erythrocyte 5605 
transport Tetrahymena amino acid 4691 
See also Ribonucleosides and Trinucleo= 


sides 


Nucleosome 


heterogeneity trout testis 681 

histone acetylation 11454 

histone complex conformation salt 7059 
— crosslinked nonamer chromatin 
protein radioimmunoassay 468 

subunit structure omnaserciail 3673 
virus SV40 DNA 771 


Nuclectide 


activation phosphoenolpyruvate carboxy= 
lase 1635 


adenine transport glucagon 1471 
adenylate cy liver regulation 3542 
a site Corynebacterium toxin 


12025 
cyclic _—— inhibition lipoprotein 
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cyclic protein kinase insect 7 

formation lymphocyte lipoprotein inhibi= 
tion 1413 

guanine adenyl cyclase 10312 

guanine adenylate cyclase turkey 988 

guanine muscarinic receptor agonist 9571 

guanine protein adenylate cyc 949 

~— 7 protein e maturation 


guanine regulation adenylate cyclase 
8259 


guanosine metab Escherichia alc 6307 
— myosin ATPase active site 
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metal phenylalanyl tRNA synthetase 
— 11301 

myosin su fragment c crosslinking 11135 

phosphoribosylpyrophosphate synthetase 
cation 694 


polymerase induction interferon 5031 
——- calcium transport mitochondria 
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pyrimidine metab fibroblast 11227 
pyrophosphatase cell membrane 5807 
pyrophosphatase formation liver mem= 
brane 5816 
retina distribution 3128 
—- DNA chloroplast Euglena 
1 


sequence DNA prolactin gene 6502 

sequence fetoprotein mRNA 8994 

sequence gene glyceraldehyde dehydroge= 
nase 2596 

sequence globin gene goat 6355 

sequence globin messenger RNA 2814 

sequence globin mRNA anemia 9306 

sequence growth hormone mRNA 7521 

sequence initiator tRNA chloroplast 9981 

— lipoprotein messenger RNA 199 


sequence messenger RNA globin 2807 

sequence mitochondria DNA saccharomyc> 
es 11927 

sequence mRNA fetoprotein 8046 

sequence nuclear RNA hepatoma 8901 

sequence oxi2 gene yeast 6173 

= phenylalanine transfer RNA 


sequence promoter ribosome protein 
4653 


sequence RNA chloroplast wheat 11896 

sequence RNA U3A hepatoma 7029 

sequence str operer Escherichia 4660 

oe — » tRNA spinach chloro= 
plast 883 

sequence Tae RNA Escherichia 2220 

sequence tRNA gene yeast 9075 

sequence tophan tRNA 9358 
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Nucleus 


adenovirus RNA formation 2097 
cell ate acetylation 11454 

1 TCDD Ah receptor 11415 
shanna receptor kidney 


>. ae D8 receptor eo 
dj A binding protein chromatog 844 
envelope lamin et liver 10978 
estrogen receptor 9699 
estrogen receptor liver amphibian 11308 
histone interaction packing 748 
liver triiodothyronine ad 10271 
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membrane fluidity protein 1716 
messenger RNA guanylyltransferase HeLa 


messenger RNA precursor 2243 

nuclease erythrocyte chicken 10542 

oocyte rRNA initiation Xenopus 7896 

protein kinase inhibitor liver 4589 

sugar nucleotide synthetase 9225 

thyroid hormone receptor 2499 
Nutrient 

transport CHO cell cAMP 8103 
Nutrition 

Escherichia ribosome protein formation 

357 


Octadecadienoate 
hydrogenation Butyrivibrio tocopherolqui= 
nol 4447 
Octopus 
5 modulin structure 11644 


Yellow Enzyme nicotinamide oxidn lumi= 
flavin 7362 
Oleate 
membrane cytochrome spin 1867 
reconstituted lipoprotein ESR 3330 
Oleoy! 
CoA cholesterol acyltransferase microsome 
9098 


Oligoadenylate 
polymerase induction interferon 8390 
synthetase ascites carcinoma interferon 


Oligomer 
fibrin ligation kinetics 6398 
Oligonucleotide 
formation HeLa interferon 5031 
mapping adenovirus DNA mRNA 6780 
polymerase activation interferon 6403 
Oligosaccharide 
acid membrane thymocyte 10793 
amylase structure 5635 
asparagine linked processing mannosidase 
4894 


blood coagulation factor X 3526 

collagen Nereis cuticle 5347 

glycophorin A structure 9713 

glycoprotein endoplasmic reticulum ovi= 
duct 3600 

lipid acceptor liver 11268 

lipid mannosyltransferase liver microsome 
4170 


lipid microsome Saccharomyces 10232 

lipid structure mammary 11210 

mannose formation animal cell 11782 

mannose glucuronidase formation interme= 
diate 6633 

mannose phosphorylation lymphoma 
10847 

mannosylation dolichol phosphate man= 
nose 4441 

“< te glucosidase oviduct microsome 

325 


proteoglycan chondrocyte 6077 

proteoglycan chondrosarcoma 6084 

structure alpha lactalbumin 1248 

structure glycoprotein colon mucus 9719 

structure glycoprotein formation mammary 
11221 


structure trypsin inhibitor plasma 4053 
4057 


substrate specificity glucosidase 2255 
sulfation chicken embryo lung 4528 
transferase protein glycosylation 11892 
urine mannosidosis 5126 
Oligothymidylate 
stereoisomer property 9659 
Oligouridylate 
mRNA HeLa cell 10375 
Oncogenic 
potential virus protein kinase 11973 
— 
articular cartilage proteoglycan 217 
carboxyglutamate contg protein bone 


6 mRNA fetoprotein albumin 10036 


Oc 
nucleus rRNA initiation Xenopus 7896 
Operator 
repressor complex galactoside binding 
10107 


repressor complex inducer binding 10115 
Operon 


ribosome protein promoter sequence 
4653 


str nucleotide sequence Escherichia 4660 
Opiate 
binding site mollusk nerve 9218 
ganglioside formation cAMP 129 
— enkephalin azide 7244 
Opioi 
peptide synthesis protease 8234 
Optic 
fiber protein retina 6486 
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Order 
phospholipid fluorine deuterium NMR 
11652 


Org . 
acid chrornaffin granule lysis 7751 
mercury adenylate cyclase GTP 7250 


an 
ecarboxylated adenosylmethionine 6675 
malic enzyme cell division 3849 
tocopherolquinone metab 7095 
Organomercurial 
activation dihydrofolate reductase 6542 
Ornithine 
decarboxylase arom hydrocarbon genetics 
6836 


decarboxylase DNA formation 3308 
decarboxylase Lactobacillus 5960 
mitochondria carbamyl phosphate 10248 
transcarbamylase active site arginine 


transcarbamylase se alignment 7287 
transcarbamylase sulfhydryl active site 
7291 


transcarbamylase sulfhydryl modification 
mercurinitrophenol 7296 
Orosomucoid 
precursor liver rat 4951 
transport liver receptor 3830 
Orosomucosoid 
asialo receptor hepatocyte 6111 
Osmolarity 
mammary DNA formation 3308 
Osmotic 
pressure histone assocn salt 3629 
Osteosarcoma 
ene contg protein secretion 
657 


dihydroxyvitamin D3 receptor 4414 
vitamin K protein dihydroxycholecalcifer= 
ol 11660 
Ouabain 
“ nitrophenyltriazene receptor label 9936 
uter 
— assembly Salmonella lipid 
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membrane lipoprotein assembly Escheric= 
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membrane lipoprotein Escherichia 1160 
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Ovalbumin 
glycopeptide electrophoresis 4876 
mRNA glucocorticoid induction 7796 
mRNA progesterone receptor 2085 
translation glycosylation 9236 
Ovary 
adenylate cyclase LH 653 
cAMP protein hurmone 5481 
Oviduct 
chromatin transcription steroid 9693 
glycolipid 7536 
glycoprotein oligosaccharide endoplasmic 
reticulum 3600 
membrane protein glycosylation 6713 
microsome glucosidase oligosaccharide 
processing 2325 
mRNA glucocorticoid induction 7796 
progesterone receptor mRNA 2085 
transferrin gene organization 1442 
Ovomucoid 
polymorphism Japanese quail 6569 
Ovotransferrin 
inactivation periodate 11429 
Oxalate 
conalbumin coppes complex EPR 2782 
Oxidase 
amino acid active site 3610 6044 
amino acid active site tyrosine 498 
amino acid FAD fluorescence 5261 
amino acid pH 2969 
a mechanism liver 
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coproporphyrinogen purifn liver 4722 
cytochrome binding site 8245 
cytochrome c binding site 4732 
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cytochrome complex ESR 8437 
cytochrome copper EPR 5000 
cytochrome ESR spin echo 6843 
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cytochrome gene sequence yeast 6173 
cytochrome inactivation mercurial 454 
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cytochrome Neurospora heme 11130 
cytochrome proton transport dicyclohexyl= 
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cytochrome reduced intermediate 7225 
cytochrome rotational dynamics ESR 
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cytochrome subunit cardiolipin 9967 

cytochrome subunit copper heme a 11408 

cytochrome subunit precursor formation 
7503 

diamine active site sulfhydryl 7621 

glucose peroxidase immobilization 6883 

glutathione activity glutamyl transpepti= 
dase 5011 

hydroxyindole Mytilus gill 595 

lactate flavin radical stabilization 8672 

lactate mechanism intermediate 2796 

lysine Trichoderma 976 

lysyl peptide substrate 3656 

mannitol hepatopancreas Helix 1950 

mechanism lactate intermediate 5688 
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molybdenum inactivation cyanide 2694 
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pyridoxamine phosphate interaction pyri= 
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pyruvate subunit Escherichia 379 
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site 3302 
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Oxidative 
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Hb cytochrome c mechanism 7978 
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zyme 7362 
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formation plasma liver 8057 
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reductase hydroxysteroid dehydrogenase 
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Oxygen 
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mechanism 7774 
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binding Hb 1617 
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Hb kinetics carp 9790 
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Hb Zurich 6160 

—e- tryptophan hydroxylase 
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reactivity oe hydroxylase 
deazaFAD 1420 

Oxygenase 
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oxidn der a e mechanism 7978 
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ATP diphosphohydrolase 1227 
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islet activating protein epinephrine 9580 
islet insulin metab glucose 6003 
polypeptide precursor 11494 
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nitrous oxide reductase 704 
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nella 


Coproporphyrinogen oxidase. I. Purification, proper- 
ties, and activation by phospholipids. 
Takeo Yoshinaga and Seiyo Sano 


Coproporphyrinogen oxidase. [I. Reaction mechanism 
and role of tyrosine residues on the activity. 
Takeo Yoshinaga and Seiyo Sano 


Comparison of the binding sites on cytochrome c for 
cytochrome c oxidase, cytochrome bc,, and cytochrome 
c,. Differential acetylation of lysyl residues in free and 
complexed cytochrome c. 

Rainer Rieder and Hans Rudolph Bosshard 


Bilirubin binding to human liver ligandin (glutathione 
S-transferase). 
Peter C. Simons and David L. Vander Jagt 


Induction of fatty acid synthetase synthesis in differ- 
entiating 3T3-L1 preadipocytes. 

Adina Kaiden Student, Robert Y. Hsu, and M. Daniel 
Lane 


Regulation of fatty acid synthetase concentration and 
activity during adipocyte differentiation. Studies on 
3T3-L1 cells. 

Gary Weiss, Ora M. Rosen, and Charles S. Rubin 


Potential mechanism of insulin action on glucose 
transport in the isolated rat adipose cell. Apparent 
translocation of intracellular transport systems to the 
plasma membrane. 

Samuel W. Cushman, and Lawrence J. Wardzala 


Transsulfuration by human long term lymphoid lines. 
Normal and cystathionase-deficient cells. 


John A. Sturman, Nicholas G. Beratis, Ludovico Guarini, 
and Gerald E. Gaull 


The metabolic pathway catalyzed by the tyrosinase of 
Agaricus bisporus. 


Kim Boekelheide, Doyle G. Graham, Patrick D. Mize, 
and Peter W. Jeffs 


3-Carbanionic substrate analogues bind very tightly to 


fumarase and aspartase. 


David J, T. Porter and Harold J. Bright 


The site of a-chymotryptic activation of pigeon eryth- 
rocyte adenyiate cyclase. 
Daniel R. Marshak and Eva J. Neer 


Proline-specific endopeptidase from Flavobacterium. 
Purification and properties. 

Tadashi Yoshimoto, Roderich Walter, and Daisuke 
Tsuru 


Substrate activation of phenylalanine hydroxylase. A 
kinetic characterization. 
Ross Shiman and Douglas W. Gray 


An electron paramagnetic resonance study of the high 
and low spin forms of chloroperoxidase. 

Paul F. Hollenberg, Lowell P. Hager, William E. Blum- 
berg, and Jack Peisach 


Chinese hamster ovary cells resistant to B-aspartyl- 
hydroxamate contain increased levels of asparagine 


synthetase. 


J. Stephen Gantt, Chih-Sheng Chiang, G. Wesley Hat- 
field, and Stuart M. Arfin 


Purification of an acrosin-like enzyme from sea urchin 
sperm. 
Alan E. Levine and Kenneth A. Walsh 


The intracellular proteinases and their inhibitors in 
yeast. A mutant with altered regulation of proteinase 
A inhibitor activity. 

Ingrid Beck, Gerald R. Fink, and Dieter H. Wolf 


Irreversible inactivation of the methotrexate transport 
system of L1210 cells by carbodiimide-activated sub- 
strates. 

Gary B. Henderson, Edward M. Zevely, and F. M. Huen- 
nekens 


Epidermal growth factor-receptor-protein kinase in- 

teractions. Co-purification of receptor and epidermal 

growth factor-enhanced phosphorylation activity. 
Stanley Cohen, Graham Carpenter, and Lloyd King, Jr. 


Complicated organization of a single repeated DNA 
uence in the chicken genome is revealed by cloning. 


rancine C. Eden, Alan T. H. Burns, and Robert F. 
Goldberger 


Acloned chicken DNA fragment includes two repeated 
DNA sequences with remarkably different genomic 
organizations. 

rancine C. Eden 


Hormonal control of Na*-K* co-transport in turkey 
erythrocytes. Multiple site phosphorylation of globin, 
Md high molecular weight protein of the plasma mem- 
rane. 
Seth L. Alper, Kurt G. Beam, and Paul Greengard 


Subcellular localization of prostaglandin-forming cy- 
clooxygenase in Swiss mouse 3T3 fibroblasts by elec- 
tron microscopic immunocytochemistry. 

Thomas E. Rollins and William L. Smith 


Control of glycoprotein synthesis. The purification by 
preparative high voltage paper electrophoresis in bo- 
rate of glycopeptides containing high mannose and 
complex oligosaccharide chains linked to asparagine. 
Saroja Narashimhan, Noam Harpaz, Gregory Longmore, 
Jeremy P. Carver, Arthur A. Grey, and Harry Schachter 


Control of glycoprotein synthesis. Bovine colostrum 
UDP-N-acetylglucosamine:a-D-mannoside {2-N-ace- 
tylglucosaminyltransferase I. Separation from UDP-N- 
ee tr atamel 2 e £2-N-acetylglucos- 
aminyltransferase II, partial purification, and sub- 
strate specificity. 

Noam Harpaz and Harry Schachter 


Control of glycoprotein synthesis. Processing of aspar- 
agine-linked oligosaccharides by one or more rat liver 
golgi a-D-mannosidases dependent on the prior action 
of UDP-N-acetylgl i D-mannoside {£2-N- 
acetylglucosaminyltransferase I. 

Noam Harpaz and Harry Schachter 


Trypsin-catalyzed conversion of staphylococcal nu- 
clease-T fragment complexes to covalent forms. 
Gene A. Homandberg and Irwin M. Chaiken 





Influence of fatty acy] substitution on the composition 
and function of macrophage membranes. 


Eileen M. Mahoney, William A. Scott, Frank R. Lands- 
berger, Anne L. Hamill, and Zanvil A. Cohn 


Potassium- and ionophore A23187-induced discharge 
of secretory protein in guinea pig pancreatic lobules. 
Role of extracellular caicium. 


George Scheele and Asher Haymovits 


Transcription of simian virus 40 DNA by wheat germ 


RNA polymerase II. Priming of RNA synthesis by the 
’-hydroxyl of DNA at single strand nicks. 


Martin Kendall Lewis and Richard R. Burgess 


Biosynthesis of lysosomal enzymes in fibroblasts. Syn- 
thesis as precursors of higher molecular weight. 
Andrej Hasilik and Elizabeth F. Neufeld 


Biosynthesis of lysosomal e es in fibroblasts. 


Phosphorylation of mannose residues. 
Andrej Hasilik and Elizabeth F. Neufeld 





Intrahepatic precursor form of rat a,-acid glycopro- 
tein. Isolation and properties. ; 
Mariko Nagashima, Jorg Urban, and Gerhard Schreiber 


Purification and characterization of two forms of DNA- 
dependent ATPase from yeast. 


XXV 


Paolo Plevani, Gianfranco Badaracco, and Lucy M. S. 
Chang 


Intestinal basement membrane of Ascaris suum. Prop- 
erties of the collagenous domain. 

Chung-Ho Hung, Ralph J. Butkowski, and Billy G. Hud- 
son 
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Boner in conserved 3’ end of 18 S rRNA as 
determined by psoralen photoreaction and RNase sen- 
sitivity. 

Edward Darzynkiewicz, Kunio Nakashima, and Aaron 
J. Shatkin 


Decatenation of kinetoplast DNA by topoisomerases. 
Joan C. Marini, Kathryn G. Miller, and Paul T. Englund 


Protein antigens of normal and malignant human cells 
identified by immunoprecipitation with monoclonal 
antibodies. 

Joseph P. Brown, Peter W. Wright, Charles E. Hart, 


Richard G. Woodbury, Karl Erik Hellstrom, and Ingegerd 
Hellstrom 


Dissimilar modes of expression of B- and y-actin in 
normal and leukemic human T lymphocytes. 
John Leavitt, Andrew Leavitt, and Abdelfattah M. Attal- 


lah 


Messenger RNA coding for the deleted heavy chain of 
mouse myeloma MOPC 47 A immunoglobulin. 

Elizabeth A. Robinson, Umberto Ferrini, J. G. Seidman, 
and Ettore Appella 


Fusion of proteoliposomes and cells. ATP-dependent 
Ca** uptake into erythrocytes catalyzed by Ca’*- 
ATPase from skeletal muscle. 

Gera D. Eytan and Esther Eytan 


Altered ribosomal proteins in mutants of the fungus 
Podospora anserina. 
Marc Crouzet and Joél Begueret 


A new copper(II) electron paramagnetic resonance sig- 
nal in two laccases and in cytochrome c oxidase. 

Bengt Reinhammar, Richard Malkin, Peter Jensen, Bo 
Karlsson, Lars-Erik Andréasson, Roland Aasa, Tore 
Vanngard, and Bo G. Malmstrom 


Chemical characterization of an alkali-labile bond in 


the polypeptide of proline reductase from Clostridium 
stricklanditi. 3 


Belinda Seto 


Evidence for a 1,25-dihydroxyvitamin D; receptor-like 
macromolecule in rat pituitary. 


Mark R. Haussler, Stavros C. Manolagas, and Leonard 
J. Deftos 


The apparent glutathione oxidase activity of y-gluta- 
my] transpeptidase. Chemical mechanism. 


Owen W. Griffith and Suresh S. Tate 


Reconstitution of turkey erythrocyte B-adrenergic re- 
ceptors into human erythrocyte acceptor membranes. 
Demonstration of guanine nucleotide regulation of ag- 
onist affinity. 


Douglas R. Jeffery, Robin Resch Charlton, and J. Craig 


Venter 


A carbon-centered free radical intermediate in the 
prostaglandin synthetase oxidation of arachidonic 
acid, Spin trapping and oxygen uptake studies. 


Ronald P. Mason, B. Kalyanaraman, Beth E. Tainer, 
and Thomas E. Eling 


Estimation of the percentage of free steroid in undi- 
luted serum by centrifugal ultrafiltration-dialysis. 

Geoffrey L. Hammond, Jeffrey A. Nisker, Lovell A. Jones, 
and Pentti K. Siiteri. 





“N,N isotope and kinetic evidence against hyponi- 
trite as an intermediate in denitrification. 

Thomas C. Hollocher, Eric Garber, Arthur J. L. Cooper, 
and Robert E. Reiman 
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Mechanism of pppA(2’p5’A),.2’p5’Aou synthesis in ex- 
tracts of interferon-treated HeLa cells. 
Michael A. Minks, Susan Benvin, and Corrado Baglioni 


Stimulation of phosphorylase 6 kinase by the calcium- 
dependent regulator. 

Kenneth X. Walsh, Dina M. Millikin, Keith K. Schlender, 
and Erwin M. Reimann 


Altered phosphoglycerate kinase in aging rats. 
Harmesh K. Sharma, Hullahalli R. Prasanna, and Mor- 
ton Rothstein 


The regulation of carbamyl] phosphate synthetase (am- 
monia) in rat liver mitochondria. Effects of acetylglu- 
tamate concentration and ATP translocation. 

Chia- Wei Cheung and Luisa Raijman 


Purification and characterization of an oxygenase 
component in benzoate 1,2-dioxygenase system from 
Pseudomonas arvilla C-1. 

Mutsuo Yamaguchi and Hitoshi Fujisawa 


Boronic acid inhibitors of porcine pancreatic lipase. 
Charles W. Garner 


B-Glucuronidase binding to human fibroblast mem- 
brane receptors. 

H. David Fischer, Alfonso Gonzalez-Noriega, and Wil- 
liam S. Sly 


Different sidedness of functionally homologous essen- 
tial thiols in two membrane-bound phosphotransfer- 
ase enzymes of Escherichia coli detected by permeant 
and nonpermeant thiol reagents. 

Rosine Haguenauer-Tsapis and Adam Kepes 


Three-dimensional structures of C-phycocyanin and B- 
phycoerythrin at 5-A resolution. 

Richard G. Fisher, Nancy E. Woods, Herbert E. Fuchs, 
and Robert M. Sweet 


Structural studies on the carbohydrate portion of hu- 
man antithrombin III. 
Lars-Erik Franzen, Sigfrid Svensson, and Olle Larm 


Biosynthesis of heparin. Concerted action of late pol- 
ymer-modification reactions. 


Ingvar Jacobsson and Ulf Lindahl 


Synthesis of phosphatidylcholine and phosphatidyl- 
glycerol by alveolar type II cells in primary culture. 
Robert J. Mason and Leland G. Dobbs 


Isolation and characterization of the novel polyade- 
nylate- and polyuridylate-degrading acid endoribonu- 
clease V from calf thymus. 

Heinz C. Schroder, Klaus Dose, Rudolf K. Zahn, and 
Werner E. G. Miiller 


Selective activation of particulate cAMP-dependent 
protein kinase by isoproterenol and prostaglandin ©). 


J. Scott Hayes, Laurence E. Brunton, and Steven E. 
Mayer 


Induction of Epstein-Barr virus-associated DNA po- 
lymerase by 12-Q-tetradecanoylphorbol-13-acetate. 
Purification and characterization. 

Alok K. Datta, Robert J. Feighny, and Joseph S. Pagano 


Urinary oligosaccharides of mannosidosis. 
Katsuko Yamashita, Yoko Tachibana, Keiko Mihara, 


Shintaro Okada, Hyakuji Yabuuchi, and Akira Kobata 


Relation of cholesterol and mevalonic acid to the cell 
cycle in smooth muscle and Swiss 3T$3 cells stimulated 
to divide by platelet-derived growth factor. 

Andreas J. R. Habenicht, John A Glomset, and Russell 
Ross 





Complete loss of kinetoplast DNA sequences induced 
by ethidium bromide or by acriflavine in Trypanosoma 
equiperdum. 

Guy F. Riou, Paul Belnat, and Jean Benard 


Purification and partial characterization of a murine 
melanoma-associated antigen. 

V. P. Bhavanandan, Jeffrey G. Kemper, and Jean-Claude 
Bystryn 


The role of tryptophan in aspartate transcarbamylase. 
Jefferson Foote, Debra M. Ikeda, and Evan R. Kantrowitz 


Fungal oxidation of benzo[a]pyrene and (+)-trans-7,8- 
dihydroxy-7,8-dihydrobenzo|a|pyrene. Evidence for 
the formation of a benzo[a)pyrene 7,8-diol-9,10-epox- 


ide. 
Carl E. Cerniglia and David T. Gibson 


The biosynthesis of nascent membrane lipoteichoic 
acid of Streptococcus faecium (S. faecalis ATCC 9790) 
from phosphatidylkojibiosy] diacylglycero) and phos- 
phatidylglycerol. 

Mong-Ching W. Ganfield and Ronald A. Pieringer 


Subunit interactions in 7 S nerve growth factor. y- 
Esterase activity as a probe of the dissociation of the 
7S oligomer promoted by salt and EDTA. 

Thomas E. Palmer and Kenneth E. Neet 


Concanavalin A induces the release of intracellular 
Ca’* in intact rabbit thymocytes. _ 
Ross B. Mikkelsen and Rupert Schmidt-Ulirich 


Characterization of the interaction of amphipathic cy- 
tochrome 6; with stearyl coenzyme A desaturase and 
NADPH:cytochrome P-450 reductase. 

Harry A. Dailey and Philipp Strittmatter 


Inhibition of lysosomal phospholipase A and phospho- 
lipase C by chloroquine and 4,4'-bis(diethylami- 
noethoxy)a,f-diethyldipheny:cthane. 

Yuji Matsuzawa and Karl Y. Hostetler 


Differential turnover of rat liver isoferritins. 
Yutaka Kohgo, Minoru Yokota, and James W. Drysdale 


Selective stimulation of erythrocyte membrane phos- 
pholipid fatty acid turnover associated with decreased 
cell volume. 

Craig A Dise, David B. P. Goodman, and Howard Ras- 


mussen 


A DNA-dependent ATPase from T4-infected Esche- 

richia coli. Purification and properties of a 63,000-dal- 

ton enzyme and its conversion to a 22,000-dalton form. 
James R. Panuska and David A. Goldthwait 


Purification and characterization of an extramitochon- 
drial acetyl coenzyme A hydrolase from rat liver. 

Richard L. Prass, Fumihide Isohashi, and Merton F. 
Utter 


Energy-linked quinacrine fluorescence changes in sub- 
mitochondrial particles from skeletal muscle mito- 
chondria. Evidence for intramembrane H* transfer as 
a primary reaction of energy coupling. 

Bayard T. Storey, Dana M. Scott, and Chuan-pu Lee 


2,3-Bisphosphoglycerate in developing rabbit eryth- 
roid cells. 

Hiroshi Narita, Koji Ikura, Shin-ichi Yanagawa, Ryuzo 
Sasaki, Hideo Chiba, Hiroshi Saimyoji, and Naoie Kuma- 
gai 


Erergization of alanine transport in isolated rat he- 
patocytes. Electrogenic Na*-alanine co-transport lead- 
ing to increased K* permeability. 

Lars Ostergaard Kristensen 


Properties of a reconstituted vitamin D; 25-hydroxy)- 
ase from rat liver mitochondria. 
Ingemar Bjorkhem, Inger Holmberg, Helge Oftebro, and 


Jan I. Pedersen 


Control of collagen production by human diploid lung 
fibroblasts. 

Sally D. Breul, Kathryn H. Bradley, Allan J. Hance, 
Millie P. Schafer, Richard A. Berg, and Ronald G. Crystal 


Picosecond fluorescence lifetime of the coenzyme of D- 
amino acid oxidase. 

Nobuaki Nakashima, Keitaro Yoshihara, Fumio Tan- 
aka, and Kunio Yagi 


Human placental adenosine kinase. Kinetic mecha- 
nism and inhibition. 

Thomas D. Palella, Catherine M. Andres, and Irving H. 
Fox 


Short term regulation of ureagenesis. 
Peter M. Stewart and Mackenzie Walser 


Formation of dehydroalanine residues during thyroid 
hormone synthesis in thyroglobulin. 

Jean-Michel Gavaret, Jacques Nunez, and Hans J. 
Cahnmann 


Functional diversity of antibodies elicited by bacterial 

B-D-galactosidase. Monoclonal activating, inactivat- 

ing, protecting, and null antibodies to normal enzyme. 
A. Raymond Frackelton, Jr. and Boris Rotman 


Untranslated immunoglobulin «x light chain mRNA in 
a light chain-producing mouse myeloma, MOPC104E. 

Tohru Kataoka, Masao Ono, Masaya Kawakami, Yoji 
Tkawa, Mariko Aida, Yoshitake Mano, and Tasuku Honjo 


Kinetic characterization of cholyl-CoA. Glycine-tau- 
rine N-acyltransferase from bovine liver. 
Barbara Czuba and Donald A. Vessey 


QB replicase containing wild type and mutant tufA and 
tufB gene products. 

Thomas Blumenthal, Bonnie Saari, Peter H. Van der 
Meide, and Leendert Bosch 


The insulin-mimetic effects of vanadate in isolated rat 
adipocytes. Dissociation from effects of vanadate as a 
(Na*t-K*) ATPase inhibitor. 

George R. Dubyak and Arnost Kleinzeller 


The catalytic cycle of gastric (H* + K*)-ATPase. 
Bjorn Wallmark, H. Bernard Stewart, Edd Rabon, Gae- 
tano Saccomani, and George Sachs 


Theoretical analysis of distribution of ['*O]P; species 
during exchange with water. Application to exchanges 


catalyzed by yeast inorganic pyrophosphatase. 
David D. Hackney 


Activation of human neo-plasminogen-Val,,. by uro- 
kinase and streptokinase and a kinetic characteriza- 
tion of neo-plasmin-Valj42. 

James R. Powell and Francis J. Castellino 


A kinetic evaluation of activated bovine blood coagu- 
lation factor IX toward synthetic substrates. 
Robert Byrne, Rebecca P. Link, and Francis J. Castellino 


Beef heart mitochondrial adenosine triphosphatase- 
catalyzed formation of a transition state analog in ATP 
synthesis. 


Mary J. Bossard, Terry A. Vik, and Sheldon M. Schuster 


Studies on the carbohydrate of collagens. Characteri- 
zation of a glucuronic acid-mannose disaccharide unit 
from Nereis cuticle collagen. 

Robert G. Spiro and Vishnu D. Bhoyroo 


Kinetic and mechanistic studies on the oxidation of the 
melilotate hydroxylase-2-OH-cinnamate complex by 
molecular oxygen. 


Lawrence M. Schopfer and Vincent Massey 


Purification to oe of the H blood group #- 
galactoside al — 2 fucosyltransferase from porcine 
submaxillary gland. 

Thomas A. Beyer, J. Evan Sadler, and Robert L. Hill 


Enzymatic properties of the B-galactoside al — 2 fu- 
cosyltransferase from porcine submaxillary gland. 


Thomas A. Beyer and Robert L. Hill 


Human fetal liver contains both zinc- and copper-rich 
forms of metallothionein. 


John R. Riordan and Vivienne Richards 


Acyl moieties in phospholipids are the precursors for 
the fatty acids in murein lipoprotein of Escherichia 
coli. 

Jiunu-Shyong Lai, William M. Philbrick, and Henry C. 
Wu 
Purification and properties of vaccinia virus DNA-de- 
pendent RNA polymerase. 

Eugenio Spencer, Stewart Shuman, and Jerard Hurwitz 
The role of ATP in in vitro vaccinia virus RNA synthe- 
sis. Effects of AMP-PNP and ATPYS. 


Stewart Shuman, Eugenio Spencer, Henry Furneaux, and 
Jerard Hurwitz 





Insertion of fluorescent phospholipids into the plasma 
membrane of a mammalian cell. 
Douglas K. Struck and Richard E. Pagano 


Bulk membrane fluidity increases after fertilization or 
partial activation of sea urchin eggs. 


Judith Campisi and Carl J. Scandella 


Resolution of hormone-sensitive triglyceride/diglyc- 
eride lipase from monoglyceride lipase of chicken adi- 
pose tissue. 

Lars Berglund, John C. Khoo, Dennis Jensen, and Daniel 
Steinberg 


New, rapid methods for purifying a-actinin from 
chicken gizzard and chicken pectoral muscle. 


Barbara G. Langer and Frank A. Pepe 


Degradation of type IV (basement membrane) collagen 
by a proteinase isolated from human polymorphonu- 
clear leukocyte granules. 

Carlo L. Mainardi, Saryu N. Dixit, and Andrew H. Kang 


Molecular abnormality of plasminogen. 
Yoichi Sakata and Nobuo Aoki . 


A glycoprotein from neurites of differentiated neuro- 
blastoma cells. : : i 

Uriel Z. Littauer, Maria Y. Giovanni, and Mary Cather- 
ine Glick 


XXVli 


Cell surface receptor binding of phospholipid- protein 
complexes containing different ratios of receptor-ac- 
tive and -inactive E apoprotein. 

Robert E. Pitas, Thomas L. Innerarity, and Robert W. 
Mahley. 


The yeast mitochondrial adenosine triphosphatase 
complex. Subunit stoichiometry and physical charac- 
terization. , 

Richard D. Todd, Tina A. Griesenbeck, and Michael G. 
Douglas 


Detection and partial characterization of a protein in 
mous¢ fibroblasts that binds and inhibits trypsin. 
Richard J. Kirschner, Carol S. Federiuk, John P. Ford, 


and Jules A. Shafer 


Determinants of hepatic uptake of triglyceride-rich 
lipoproteins and their remnants in the rat. 


Eberhard Windler, Yu-sheng Chao, and Richard J. 
Havel 


Hormonal regulation of cyclic AMP binding to specific 
receptor proteins in rat ovarian follicles. Characteri- 
zation by photoaffinity labeling. 

JoAnne S. Richards and Alice I. Rolfes 
Dibutyryl cyc’ic AMP decreases glutamine synthetase 


in cultured 3T3-L) adipocytes. 
Richard E. Miller and David A. Carrino 
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COMMUNICATIONS 


Light-regulated retinal-dependent reversible phos- 
phorylation of Halobacterium proteins. 
John L. Spudich and Walther Stoeckenius 


Reconstitution of the Na*K* pump of Ehrlich ascites 
tumor and enhancement of efficiency by quercetin. 


Mark Spector, Steven O’Neal, and Efraim Racker 


Cytochrome oxidase rotates in the inner membrane of 


intact mitochondria and submitochondrial particles. 


Suguru Kawato, Erwin Sigel, Ernesto Carafoli, and Rich- 
ard J. Cherry 


Fluoride, pyrophosphate, and base release from 2’- 
deoxy-2’-fluoronucleoside 5’-diphosphates by ribonu- 
cleoside-diphosphate reductase. 

JoAnne Stubbe and John W. Kozarich 


Identification of platelet activating factor isolated 
from rabbit basophils as acetyl glyceryl ether phos- 
phorylcholine. 

Donald J. Hanahan, Constantinos A. Demopoulos, 


Joachim Liehr, and R. Neal Pinckard 


Brain fibroblast growth factor. Nonidentity with mye- 
lin basic rs fragments. 

Kenneth A. Thomas, Marian C. Riley, Sandra K. Lem- 
mon, Nancy C. Baglan, and Ralph A. Bradshaw 


Regulation of activated protein C by a new protein. A 
possible function for bovine protein S. 
Frederick J. Walker 





Oxygen-linked binding sites for inorganic anions to 
hemoglobin. 
Alan M. Nigen, James M. Manning, and James O. Alben 


Isolation of cytochrome bse from complex II (succi- 
nateeubiquinone oxidoreductase) and its reconstitu- 
tion with succinate dehydrogenase 


Youssef Hatefi and Yves M. Galante 
Interaction of thymidylate synthetase with 5-nitro-2’- 
deoxyuridylate. 

Yusuke Wataya, Akira Matsuda, and Daniel V. Santi 


RNA-dependent release of androgens and other ste- 
roid-receptor complexes from DNA. 

Shutsung Liao, Stephanie Smythe, John L. Tymoczko, 
Gian Paolo Rossini, Chunshing Chen, and Richard A. Hii- 
pakka 
Purification of rat testicular microsomal 17-ketoster- 
oid reductase. Evidence that 17-ketosteroid reductase 


and 17f-hydroxysteroid dehydrogenase are distinct 
enzymes. 


Katryna Bogovich and Anita H. Payne 
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Covalent bonds between protein and DNA. Formation 
of phosphotyrosine linkage between certain DNA to- 
poisomerases and DNA. 

Yuk-Ching Tse, Karla Kirkegaard, and James C. Wang 


Biosynthesis of lipoidal derivatives of pregnenolone 
and dehydroisoandrosterone by the adrenal. 


Synthia Mellon-Nussbaum and Richard B. Hochberg 


Chemical modification and reactivity of sulfhydryls 
and disulfides of rat brain nicotinic-like acetylcholine 
receptors. 

Ronald J. Lukas and Edward L. Bennett 


Self-catalyzed inactivation of hepatic cytochrome P- 
450 by ethyny] substrates. 
Paul R. Ortiz de Montellano and Kent L. Kunze 


Studies on Limulus amoebocyte lysate. III. Purification 
of an endotoxin-binding protein from Limulus amoe- 
bocyte membranes. 

Shu-Mei Liang, Thomas P. Sakmar, and Teh- Yung Liu 


Regulation of low density lipoprotein receptors by ad- 
renocorticotropin in the adrenal gland of mice and rats 
in vivo. 

Petri T. Kovanen, Joseph L. Goldstein, David A. Chap- 
pell, and Michael S. Brown 


Demonstration of a large molecular weight variant of 
the y chain of normal human plasma fibrinogen. 
Charles W. Francis, Victor J. Marder, and S. Eric Martin 


Submolecular characterization of a mutant human pu- 
rine-nucleoside phosphorylase 
James A. McRoberts ond David W. Martin, Jr. 


The pentose cycle. Control and essential function in 
Hela cell nucleic acid synthesis. 


Lawrence J. Reitzer, Burton M. Wice, and David Kenrell 


Amino acid sequence analysis of fragments generated 
by partial proteolysis from large simian virus 40 tumor 
antigen. 

Martin Schwyzer, Roger Weil, Gerhard Frank, and Her- 
bert Zuber 


Structural studies of the sugar chains of human parotid 
a-amylase. 

Katsuko Yamashita, Yoko Tachibana, Toshimasa Na- 
kayama, Motoshi Kitamura, Yuz0 Endo, and Akira Kobata 


Energy-transducing H*-ATPase of Escherichia coli. 
Reconstitution of proton translocation activity of the 
intrinsic membrane sector. 

Robert S. Negrin, David L. Foster, and Robert H. Fillin- 
game 


Pteroylpoly(y-glutamate) synthesis by Corynebacte- 
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rium species. In vivo synthesis of folates. 
Barry Shane 


Pteroylpoly(y-glutamate) synthesis by Corynebacte- 
rium species. Purification and properties of 


foly\poly(y-glutamate) synthetase. 
Barry Shane 


Pteroylpoly(y-glutamate) synthesis by Corynebacte- 
rium species. Studies on the mechanism of folylpoly(y- 
glutamate) synthesis. 


Barry Shane 


Actin-deoxyribonuclease I interaction. Depolymeri- 
zation and nucleotide exchange. 


Sarah E. Hitchcock 
The energized state of rat liver mitochondria. ATP 


equivalence, uncoupler sensitivity, and decay kinetics. 
John J. Lemasters and Charles R. Hackenbrock 


Human adenesine deaminase and its binding protein 
in normal and adenosine deaminase-deficient fibro- 
blast cell strains. ee 

Peter E. Daddona, Michael A. Frohman, and William N. 
Kelley 
Studies on the catalytic mechanism of lactate oxidase. 


Formation of enantiomeric flavin-N(5)glycollyl ad- 
ducts via carbanion intermediates. 
Sandro Ghisla and Vincent Massey 


Metabolism of fatty acids by cultured tumor cells and 
their diploid precursor fibroblasts. 


Larry W. Daniel, Louis S, Kucera, and Moseley Waite 


Kinetics of factor [X activation via the extrinsic path- 
way. Dependence of K,, on tissue factor. 


Margalit Zur and Yale Nemerson 


Glucocorticoid inhibition of two discrete glycine trans- 


port systems in rat hepatoma cells. 
Samuel B. Reichberg and Thomas D. Gelehrter 


Relationship of glycosylation to de novo thyroid-stim- 
ulating hormone biosynthesis and secretion by mouse 
pituitary tumor cells. 

Bruce D. Weintraub, Bethel S. Stannard, Diana Lin- 
nekin, and Merville Marshall 


Inhibition by yanadate of the reactions catalyzed by 
the (Na* + K*)-stimulated ATPase. A transient state 
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Reconstitution of D-glucose transport activity from 
cytoplasmic membranes. Evidence against recruit- 
ment of cytoplasmic membrane transporters into the 
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survey. 

Edyth L. Malin and S. Walter Englander 


Structure of sea urchin sperm chromatin core 
particle. 


Robert T. Simpson and Lawrence W. Bergman 
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ADP-ribosylation of elongation factor 2 by diphtheria 
toxin. Isolation and properties of the novel ribosyl- 
amino acid and its hydrolysis products. 

Brian G. Van Ness, James Bryant Howard, and James 


W. Bodley 
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basic horseradish peroxidase adsorbed on the carbox- 
ymethylcellulose membrane. 
Toshihisa Ishikawa, Mamoru Tamura, and Isao 
Yamazaki 
Tight binding of arterial myosin to skeletal F-actin. 
Joseph M. Krisanda and Richard A. Murphy 





Presence of two conformationally vicinal sulfhydryl 
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Fred H. Reynolds, Jr., Wim J. M. Van de Ven, and John 
R. Stephenson 





H3-specific nucleohistone kinase of bovine thymus 
chromatin. Purification, characterization, anc speci- 
ficity for threonine residue 3. 

Charles B. Shoemaker and Roger Chalkley 


Analysis of RNA polymerase by trypsin cleavage. 


Evidence for a specific association between subunits 


o and £ involved in the closed to open complex 
transition. 


Robert Fisher and Thomas Blumenthal 


Cumulative author index. Numbers 1 through 22. 





December 10, 1980 





COMMUNICATIONS 


Ca**-dependent protein phosphorylation and insulin 
release in intact hamster insulinoma cells. Inhibition 
by trifluoperazine. 

Ulrich K. Schubart, Norman Fleischer, and Jack Er- 


lichman 


Phosphorylation of smooth muscle myosin light 
chains by cAMP-dependent protein kinase. 
Emily Shacter Noiman 


Activity in vitro of three replication origins of the 
antibiotic resistance plasmid RSF1040. 
Noriko Inuzuka, Manabu Inuzuka, and Donald R. Hel- 


inski 


Three origins of replication are active in vivo in the R 
plasmid RSF 1040. 
Jorge H. Crosa 


Hydrophobic regions function in calmodulin-en- 
zyme(s) interactions. 


Toshio Tanaka and Hiroyoshi Hidaka 


Acid hydrolases ‘rom Dictyostelium discoideum con- 
tain phosphomannosy] recognition markers. 

Hudson H. Freeze, Arnold L. Miller, and Arnold Ka- 
plan 


Activation of choleragen by thiol:protein disulfide 
oxidoreductase. 

Joel Moss, Sally J. Stanley, John E. Morin, and Jack 
E. Dixon 


Single turnover kinetic studies of guanosine triphos- 
phate hydrolysis and peptide formation in the elon- 
gation factor Tu-dependent binding of aminoacyl- 
tRNA to Escherichia coli ribosomes. 

Robert C. Thompson, Daniel B. Dix, and John F. Ec- 
cleston 
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